EAST Search History 



Ref 

if 


Hits 


Search Query 


DBs 


Default 
uperaiur 


Plurals 


Time Stamp 


LI 


3288 


cyclops 


US-PGPUB; 
USPAT; 
USOCR; 
EPO; JPO; 


ADJ 


ON 


2006/08/17 17:01 


L2 


8 


LI and retro$lelement 


US-PGPUB; 
USPAT; 
USOCR; 
EPO; JPO; 

HPD\A/PMT 
UCKVVCN 1 


ADJ 


ON 


2006/08/17 17:02 


SI 


7 


"6331662" 


US-PGPUB; 
USPAT; 
USOCR; 
EPO; JPO; 

hPDU/PMT 


ADJ 


ON 


2006/08/17 17:01 


S2 


5 


"6720479" 


US-PGPUB; 
USPAT; 
USOCR; 
EPO; JPO; 

nFRWFMT 
L/Cr\VVCI>l 1 


ADJ 


ON 


2006/08/01 15:19 


S3 


2 


"6949695" 


US-PGPUB; 
USPAT; 
USOCR; 
EPO; JPO; 
DERWENT 


ADJ 


ON 


2006/08/01 15:19 



8/17/2006 5:03:07 PM 

C:\Documents and Settings\lzheng2\My Documents\EAST\Workspaces\10615005.wsp 



Page 1 



=> d his 



(FILE 1 HOME ' ENTERED AT 17:04:48 ON 17 AUG 2006) 

FILE ' AGRICOLA, CABA, CAPLUS, BIOSIS 1 ENTERED AT 17:04:55 ON 17 AUG 2006 



LI 


6666 


S ((WRIGHT D?) OR (WRIGHT, D?))/AU 


L2 


0 


S LI AND TRANSPOSON 


L3 


13 


S Ll AND RETROELEMENT 


L4 


9 


DUP REM L3 (4 DUPLICATES REMOVED) 


L5 


159 


S ( (VOYTAS D?) OR (VOYTAS, D?))/AU 


L6 


41 


S L5 AND RETROELEMENT 


L7 


22 


DUP REM L6 (19 DUPLICATES REMOVED) 


L8 


1755 


S RETROELEMENT 


L9 


728 


S L8 AND PLANT 


L10 


5 


S L9 AND CYCLOPS 


Lll 


2 


DUP REM L10 (3 DUPLICATES REMOVED) 


L12 


5 


S L10 AND GYPSY 


L13 


2 


DUP REM L12 (3 DUPLICATES REMOVED) 


L14 


50 


S PRIMER BINDING SITE AND RETROELEMENT 


L15 


24 


DUP REM L14 (2 6 DUPLICATES REMOVED) 


L16 


11 


S L15 AND PLANT 
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SCORE Search Results Details for Application 10 
and Search Result us-10-615-005-l.rng. 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Su gg 

This page gives you Search Results detail for the Application 10615005 and Search Result us-10-6: 
start 

Go Bac 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: 



Title: 

Perfect score: 
Sequence : 

Scoring table: 



Searched: 



June 29, 2006, 08:55:39 



Search time 344.25 Seconds 
(without alignments) 
364.562 Million cell updates/sec 



US-10-615-005-1 
18 

1 tggcgccgttgccaattg 18 

IDENTITY_NUC 

Gapop 10.0 , Gapext 1.0 

5244920 seqs, 3486124231 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



10489840 



Database : 



N_Geneseq_8 * * 



1 

2 
3 
4 
5 
6 
7 
8 
9 

10 
11 
12 
13 
14 
15 



geneseqnl980s : * 
geneseqnl99 0s : * 
geneseqn2000s : * 
geneseqn2001as : * 
geneseqn2001bs : * 
geneseqn2002as : * 
geneseqn2 002bs : * 
geneseqn2003as : * 
geneseqn2 003bs : * 
geneseqn2003cs : * 
geneseqn2003ds : * 
geneseqn2004as : * 
geneseqn2004bs : * 
geneseqn2005s : * 
geneseqn2006s : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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SUMMARIES 

% 

Result Query 





ViO . 


Score 


Match 


Length 


DB 


ID 


uescnpLion 




1 


1 Q 

lo 


100. 


,0 


lo 


7 

3 


aa"77t;9£Q 
AAtijDZD y 






z 


lo 


100. 


,0 


7 Q 

z o 


1 A 
1 0 


AJJ J 0 1 D 4 4 


a./^ -S Q 1 R /l/l plant- r*^h 




7 

3 


1 Q 

lo 


100. 


0 


7 Q 

z o 


1 A. 

1 u 


^rvTQ 1 CAR 
Ai-nJ O 1 b4 D 


AajO±DfiD rJ.aIlL itiL. 




A 

4 


lo 


100. 


, 0 


7 Q 
Z O 


1 A 

1 0 


AIaJ 0 1D4 / 


AQjOlDft/ fxcinL. ict. 




c 


1 Q 

lo 


100. 


0 


1 A Q 

14 y 


7 

J 


MiJ D Z / U 


AaZjjZ / U r±a.Ilu IcL 




D 


1 Q 
1 O 


100. 


0 


1 7S£fl 


1 A 
J. U 


7VT-J.TP1 RA1 
AUU OlDUI. 


nUJOJ. Jul r laiiL J. c i_ 




1 


lo 


100. 


0 


1 7 Q Q A 

i j oy 4 


1 A 
1 0 


R n.TQ 1 A Q Q 


A/-^-5Q1/lQQ Plant- rph 




Q 

O 


1 Q 
1 O 


100. 


0 


i j y j o 


1 A 
1 U 


ArvTQ 1 Rn7 






Q 

y 


1 Q 

lo 


100. 


0 


1 7 Q £ £ 

i jy bb 


1 A 
1 0 


AIAJ OlDUU 


a^-lPl ROO Plant- r-ot- 
AClJOlDvJU riant ITet. 




1 a 
1 u 


1 Q 
1 O 


100. 


0 


1 a a a p 
14 uu b 


1 A 
1 U 


AJJ J 0 1 D U 4 


2\/^-ifi1 ^flA Plant- rot- 




1 1 


1 O 


100. 


,0 


1 a a 1 £ 
14 Ul b 


1 A 
1 0 


AIAJolOUD 


&^-lP1 Plant- rot- 


c 


iz 


1 O 

lo 


100. 


,0 


by by u 


7 

J> 


A7\"C707Q1 

AAr Z Z z 0 1 


laf OOTQI DAP p nn 4- a 
AalZZZol riAl- COliLa 


c 


13 


lo 


100. 


0 


£ A A 1 CI 

b44l b 


7 

3 


AAr Zz z / y 


lafOOOTQ dap nnnra 
AoIZZZ UAL COnCa 




14 


lo 


100. 


,0 




7 

3 


AAr z Z J 0 b_l 0 


LonuinuaLion vJ-x o 


c 




1 Q 
1 O 


100. 


.0 


Q 7 7 Q A 

ojj y u 


7 

3 


AAr Z Z Z 0 j 


A-3-F0OOQ7 OAf <^i^nf-a 
AalZZZoj rJAL. COIlLa 


c 


lo 


1 o 

lo 


100. 


.0 


Q A 7 7 £ 

y U jj b 


*3 

3 


AAr z z z 0 y 


AclLZZZoy rJAL. conta 


c 


1 / 


1 Q 
1 O 


100. 


,0 


y zbo4 


7 

3 


AAr ZZ z 0 0 


AaPOOOQD DAP <-./-^Tit-a 


c 


18 


1 o 

lo 


100. 


,0 


y48y b 


3 


TV ADT)3m 

AAr ZZoUZ 


A ■= -P 7 O 7 A 7 "DAP 4- =s 


c 


1 Q 

iy 


lo 


100. 


,0 


y bzz j 


7 
3 


AAr ZZZoZ 


Saf OOOQO DAP /-^/-\-nf-a 

AdlZZZoZ OA^, COnta 


c 


o a 
zu 


1 o 

lo 


100, 


. 0 


y b bo 3 


7 
3 


AAr ZZZyf 


AdlZZZy / DAL COn Co. 




7 1 

zl 


1 O 


100. 


, 0 


y byoo 


7 


AAr Z z z y 0 


fiaf OOTOfl "QAp r*r-\nt-a 
AalZZZ^U DAL COnta 




7 7 

z z 


1 o 

lo 


100, 


, 0 


iuyy /j 


-3 
3 


AAr z z z y 0 


Aaf OOOQQ DAP r>>-r\ +- =j 

AalZZZro DAL COIlLa 


c 


7 7 

23 


1 o 

18 


100, 


,0 


1 1 A A A A 

110000 


3 


7V7VT7777A7 A 

AAr Zz303_U 


Aarzz3U3 AraDiaops 




7 /I 

24 


1 o 

18 


100, 


0 


1 7 /I /I O Q 

i344y y 


3 


AAr zz z 0 b 


Aaf OOTQC DAP = 

Ad.rzzzob dal conca 


c 


7 c 

25 


1 7 

17 


94, 


.4 


40349 


3 


AAFzZ^z /8 


Aatzzz /o dAl conca 




Z 0 


1 / 


94. 


.4 


obbo4 


3 


AAr ZZZy Z 


AafOOOQ') Par* /-^<^nt-a 
AdlZZZ^Z 13AV- COn to. 


c 


7 1 

z / 


1 / 


94. 


.4 


Ibloz b 


7 
3 


AAr ZZ Z y 1 


BafOOTQI Par* /-^/^nt-a 

AaiZZZ?! £3AV_ conca 




7 Q 

z o 


1 C A 
1 0 . 4 


91. 


.1 


1 -3 o 7 a 
1 JJZ 0 


1 A 

1 0 


AlAJolbOz 


A/^-iQ1RA0 Plant- vat- 

aqjoJ-duz ir±anc iCL. 


c 


zy 


1 a a 
lb . 4 


91. 


,1 


boy by 


7 

3 


AAr ZZ J U4 


Aa-f-777A/ Kral'vi /^nnc 

Aarzz jufi AraDiuops 




3 U 


1 C A 

lb . 4 


91, 


,1 


b44l b 


7 
j 


AAr Z Z Z / y 


AalZZZ / ^7 riAL COIlLa 


c 


31 


1 £ A 

lb . 4 


91. 


.1 


/ zby z 


7 
3 


AAr ZZjW 


Aaf OOTHH DAP t- a 

Adizz juu dal conca 




7*7 

3z 


lb . 4 


91, 


.1 


•7 q 1 7 7 

/ y iz z 


7 
3 


AAr Z Z Z y 4 


AaiZZZyy IJAL- conta 




7 7 
J 3 


lb . 4 


91. 


.1 


Q 7 7 Q A 

o j jj U 


7 


AAr ZZ Zo 0 


A-3-P79707 DAp r»r>nt-a 
AdIZZZO J OAV-. COn Lei 


c 




lb . 4 


91. 


.1 


Q £ C Q /I 

ob b o4 


7 


AAr ZZ Zy Z 


aaf)09Q0 DAp r-rvnt-a 
AdlZZZ^Z DAL COn Let 




35 


1 £ /I 

lb . 4 


91. 


.1 


y 033 b 


-3 


AAr Z Z Z 0 y 


SafOOOQQ Par* rrrnt-a 
Acl£ZZZo^7 DAL COn Lex 


c 


"3 £ 
JO 


lb . 4 


91. 


.1 


i u jy z y 


7 


AAr ZZZo 1 


fiaf Pan r<nnha 
AdIZZZO / DAL COIlLa 




3 1 


1 b . 4 


91. 


.1 


1 1 nnnn 
110U00 


7 


Ts. tat?')') 7 A c; A Q 
AAr ZZ jU D U O 


LonLinua. Lion \y or 




7 O 


*i a a 
lb . 4 


91. 


.1 


110U00 


-3 
3 


AAr ZZ JU b 0 y 


Continuation (10 o 


c 


7 Q 

jy 


1 £ a 
lb . 4 


91, 


.1 


-1 7 A A A Q 

i344y y 


7 
3 


AAr ZZZoO 


AdizzzoD dal conca 


c 


A A 
40 


1 C A 

lb . 4 


85. 


.6 


/I 1 £ 

41b 


1 7 
13 


7\ £ 1 7 7 A 

ALNb 1 / z U 


Acnbi/zu LOLLon gy 


c 


A 1 

41 


1 C A 

15.4 


85. 


.6 


C A O 

548 


3 


7V7V7V0770C 

AAAoz3ob 


Aaaoz3ob w. mening 


c 


A 7 

4z 


1 C A 

lb . 4 


85. 


.6 


1 3 y b 


Q 
O 


jOAl A 1 7 7 

AL Ao U1j j 


Ana^m 77 DT*r\Vay^7rkt- 

ACajUljJ IriOKaiTyOL 


c 


>l 7 

43 


1 C A 

15.4 


85. 


.6 


1 "~7 1 "3 

1713 


z 


7V 7\ m7 C 7 O O 

AAT3 b 3 0 y 


A-\4-7£7QQ A -w-a r ~\ tj „ i- — , 

Aat3b3oy Aryi oeta 


c 


44 


1 C A 

15.4 


85, 


,6 


1 /13 


-3 

3 


AA"73QT^O 

AAZ3oz4z 


ArarrTQ7^7 T7ikvl A -Pti 

Aazjo Z4Z viDirio iu 


c 


A C 

45 


15.4 


85. 


.6 


O *7 "7 O 

8778 


4 


ABLzy /y4 


ADizy /y4 urosopnii 




A C 

46 


1 C A 

lb . 4 


85. 


.6 


O A /I C A 

804b0 


*3 

3 


7V 7VTT777QC 

AAr z z z y b 


7\_f)T)QC DAP . 

AarzzzyD dal conca 


c 


47 


15.4 


85. 


.6 


O 7 "I 7 O 

82138 


3 


a Annnc ia 
AAFz2 3 0b_10 


Continuation (11 o 




48 


'15.4 


85. 


.6 


82588 


3 


AAF22 301 


Aar22301 BAC conta 




49 


15.4 


85. 


.6 


94895 


3 


AAF22302 


Aaf22302 BAC cpnta 




50 


15.4 


85. 


. 6 


110000 


3 


AAF22305_00 


Aaf22305 Arabidops 


c 


51 


15.4 


85. 


.6 


110000 


3 


AAF22305_09 


Continuation (10 o 


c 


52 


15.4 


85. 


. 6 


110000 


14 


AEB39175_26 


Continuation (27 o 


c 


53 


15.4 


85. 


.6 


110000 


14 


AEB39175_27 


Continuation (28 o 




54 


15.4 


85. 


.6 


163319 


3 


AAF22306 


Aaf22306 Arabidops 




55 


15.4 


85, 


.6 


189430 


14 


AEB35718 


Aeb3 5718 L. pneumo 


c 


56 


15 


83, 


.3 


412 


3 


AAA79678 


Aaa79678 Pinus rad 



http://es/ScoreAccessWeb/GetItem.action?AppId=10615005&seqId=549955&ItemName=... 8/17/2006 



SCORE Search Results Details for Application 10615005 and Search Result us-10-615-0... Page 1 of 90 



SCORE Search Results Details for Application 
10615005 and Search Result us-10-615-005- 
l.rge. 

Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 10615005 and Search Result us-10- 

615-005-1. rge. 

start 

Go Back to previous page 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence: 

Scoring table: 



Searched: 



June 29, 2006, 08:56:43 ; Search time 1549.5 Seconds 

(without alignments) 
742.855 Million cell updates/sec 

US-10-615-005-1 
18 

1 tggcgccgttgccaattg 18 

I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1 . 0 

6366136 seqs, 31973710525 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



12732272 



Database 



GenEmbl : 



1 




gb_env : 


* 


2 




gb_pat : 




3 




gb_ph : * 




4 




gb_pl : * 




5 




gb_pr : * 




6 




gb_ro : * 




7 




gb_sts : 


* 


8 




gb_sy : * 




9 




gb_un : * 




10 


gb_vi : 


* 


11 


gb_ov : 


* 


12 


gb_htg 


: * 


13 


gb_in: 


* 


14 


gb_om : 


* 


15 


gb__ba : 


* 



http://es/ScoreAccessWeb/GetItem.action?AppId=10615005&seqId-549954&ItemName=... 8/17/2006 
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Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 



Result 
No. 


Score 


Query 
Match 


Length 


JJrJ 


ID 


Description 




1 


lO 


100. 


.0 


7 Q 
1 o 


z 


ADO c/"J7t; 
AKZ 0 4 j / D 


AKZo4o/b bequence 




2 


1 Q 

its 


100 


.0 


7 Q 

1 o 


2 


an/ Q/ocn 
AK4y 4 ODU 


AK4y4obu bequence 




3 


1 p. 


100, 


.0 


1 Q 
J. o 


Z 


MK / / y 1 j U 


ak/ /y±yu oequence 




4 


1 Q 
lO 


100, 


.0 


1 en 
IjU 


2 


AD *5 C/IAni 

AKZ 044U1 


AKZ044U1 bequence 




5 


lO 


100 


.0 


i en 
1 b U 


z 


ADA Q/Q7C 
AK4y 4 O / O 


AK4y4o/o bequence 




6 


1 Q 

1 o 


100, 


.0 


1 1; a 


z 


AK / / y Z 1 0 


ak / /yzio bequence 


c 


7 


1 Q 
1 O 


100, 


.0 




/ 
4 


A15U / J ID 1 


Atsu/oioi AraDiaops 




8 


1 O 


100, 


.0 




/ 

4 


al. u y j u y u 


Acuyjuyu AraDiaops 


c 


9 


7 Q 
1 O 


100, 


.0 


1 QQ1 *1 


4 


i y liiy 


AriU4yzu Araoiaops 




10 


7 Q 
1 O 


100, 


.0 




iz 


7\r*l nQQOi 

al i u y y z i 


Aciuyyzi Araoiaops 




11 


1 O 


100, 


.0 


j o j z y 


4 


AC U U / Z 0 1 


Acuu/zoi Araoiaops 


c 


12 


1 Q 
1 O 


100, 


. 0 


j j DDI 


Z 


AAUDy 401 


Axuby4oi bequence 




13 


1 Q 
1 O 


100, 


.0 




z 




AXUbybuu bequence 




14 


lo 


100, 


.0 


1 Q C 1 O 


o 
z 


AXUby d4o 


AXUbyb4o bequence 




15 


7 Q 
1 O 


100, 


. 0 


o q i n a 

j y i U4 


n 
Z 


AAUDy 4 / y 


AXUby4 /y bequence 


c 


16 


1 Q 

lo 


100, 


.0 


A n A o f\ 

4U48U 


2 


AXUby 4bo 


AXUby4bo sequence 


c 


17 


lo 


100, 


.0 


4 z 1 1 z 


z 


Axuby4y / 


AXUby4y / bequence 


c 


18 


7 Q 
1 O 


100, 


. 0 


A o o n Q 
4ZZ U o 


2 


avncQ All 
AAuby 4 / / 


AXUby4// bequence 


c 


19 


lo 


100, 


.0 




2 


AVftCQ/1 CO 

AAUby 4by 


AXUby4by bequence 


c 


20 


1 O 


100, 


.0 


4 / o4 U 


2 


AXUby 4 bz 


AXUby4bz bequence 




21 


1 Q 
1 O 


100, 


. 0 


4 olz o 


2 


AVflCQ / CQ 

aau by 4 o y 


AXUby4oy bequence 


c 


22 


1 Q 
1 O 


100, 


. 0 


/pi OQ 

4 0 1 Z O 


z 


A YOC.Q A1 A 
AAU D y 4 / 4 


Axuby 4/4 bequence 


c 


23 


1 O 

lo 


100, 


.0 


4olz o 


Z 


AXUby bio 


AVACQC1 "3 C/-»/«i A-M/i a 

AXUbybiJ bequence 


c 


24 


lo 


100, 


.0 


4 o4z z 


2 


AVftKQ cno 

Axuby buy 


7v V ACQCAQ C*y-\ i am a a 

AXUbybuy bequence 




25 


1 Q 
1 O 


100, 


.0 




4 


AL. U / y U z o 


AOATQAOQ A-^s»Vk«!/^ 

Acu/yuzo Araoiaops 


c 


26 


7 Q 
1 O 


100, 


.0 


conic 

D Z U 1 D 


4 


A_dUoOZ44 


ADAQCO// 7\^-_V>-5 /^/-»t-m— 

AoUooz44 Araoiaops 




27 


1 O 


100. 


. 0 


jzblb 


1 z 


AL u y U U z y 


Acuyuuzy Araoiaops 


c 


28 


1 Q 
1 O 


100, 


.0 


b4 b / J 


4 


i oby 


A"1 / "7 O C C Av^Vfi ^nnn 

Arl4/zob AraDiaops 


c 


29 


1 Q 
1 o 


100. 


. 0 


C C "3 /I c 


4 


Ac u u / z u y 


Acuu/zuy Araoiaops 




30 


1 Q 
1 O 


100. 


.0 


D / UUU 


4 


inn a c/oq 
A_fc5U4 04z o 


Ai5U4o4zo AraDiaops 


c 


31 


1 Q 

lo 


100. 


.0 


j / UUU 


4 


ADA/1 C / OQ 

A13U4 04z o 


Ai3U4o4zo AraDiaops 




32 


lo 


100. 


.0 


CQ/1 1 

bo41 1 


4 


ann/ c/ ^ n 
Ai5U4 0 4 j U 


ADA/C/"3A A i V\ -I nr\ r- 

Ai3U4o4ju AraDiaops 


c 


33 


1 Q 
1 O 


100. 


.0 


CO / 1 1 

Do411 


/ 
4 


A DA /i c / in 
A13U4 04 J U 


7VT3A/C/1*7A Av-->U-I ^A>-^r-. 

AbU4o4ju AraDiaops 


c 


34 


1 O 


100. 


.0 




2 


AR / / / U 6 A 


AK///UJZ bequence 




35 


1 O 


100. 


.0 


c a /I Q o 
0 U4oz 


12 


ac u y u u j u 


ac u y uu j u AraDiaops 




36 


7 Q 
1 O 


100. 


.0 


bzy lb 


/ 
4 


ABU404z / 


ABU4o4z / AraDiaops 




37 


1 O 

lo 


100. 


,0 


64 IbD 


4 


ACO 6796b 


AC0 679 65 Genomic s 


c 


38 


1 o 

lo 


100. 


,0 


/-/I /| 1 r 

6441b 


z 


AR777 030 


AR777030 Sequence 




39 


1 o 

lo 


100. 


,0 


ecu f 

65316 


4 


T-l 1 / I 

F14C2 3 


AFz 96 828 Araoiaops 




40 


lo 


100. 


,0 


66542 


4 


mi r\Ti o 

TlOIlo 


AF2 62 040 Araoiaops 


c 


41 


i o 


100. 


,0 


COO CO 
DO JDZ 


4 


1 1 br 1 / 


A170COA/0 Av'iK'i /^av\o 
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74265 
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AC068901 


AC068901 Arabidops 
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100. 


,0 


76911 


12 


AC016828 


AC016828 Arabidops 
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18 


100. 


0 


77287 


4 


AB026642 


AB026642 Arabidops 




46 


18 


100. 


,0 


80279 


12 


AC011624 


AC011624 Arabidops 


c 


47 


18 


100. 


.0 


81414 


4 


AB024037 


AB024037 Arabidops 


c 


48 


18 


100. 


,0 


81806 


4 


AB062087 


AB062087 Arabidops 




49 


18 


100. 


,0 


81902 


4 


T17A2 


AF160183 Arabidops 


c 


50 


18 


100. 


0 


81902 


4 


T17A2 


AF1 60183 Arabidops 




51 


18 


100. 


0 


82144 


2 


AR777056_10 


Continuation (11 o 


c 


52 


18 


100. 


0 


83129 


12 


AC009529 


AC009529 Arabidops 
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SCORE Search Results Details for Application 
10615005 and Search Result us-10-615-005-l.i 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10615005 and Search Result us- 10-6: 

l.rni. 

start 

Go Back to prev 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: June 29, 2006, 09:07:39 



Search time 116.25 Seconds 
(without alignments) 
289.720 Million cell updates/sec 



Title: 

Perfect score: 
Sequence : 

Scoring table: 



Searched: 



US-10-615-005-1 
18 

1 tggcgccgttgccaattg 18 

I DENT I T Y__NUC 

Gapop 10.0 , Gapext 1.0 

1403666 seqs, 935554401 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



2807332 



Database : 



Issued_Patents_NA: * 



1 
2 
3 
4 
5 
6 
7 
8 
9 

10 



/EMC_Celerra_SIDS3/ptodata/2/ 
/EMC_Celerra_SIDS3/ptodata/2/ 
/EMC_Celerra_SIDS3/ptodata/2/ 
/EMC_Celerra_SIDS3/ptodata/2/ 
/EMC_Celerra_SIDS3/ptodata/2/ 
/EMC_Celerra_SIDS3/ptodata/2/ 
/EMC_Celerra_SIDS3/ptodata/2/ 
/EMC_Celerra_SIDS3/ptodata/2/ 
/ EMC_Celerra_SIDS3 /ptoda ta / 2 / 
/EMC_Celerra_SIDS3/ptodata/2 



ina/l_C0MB. seq: * 
ina/5_C0MB. seq: * 
ina/6A_C0MB. seq: * 
ina/6B_COMB. seq: * 
ina/7_C0MB. seq: * 
ina/H_C0MB. seq: * 
ina/PCTUS_COMB. seq: * 
ina/PP_COMB. seq: * 
ina/RE_COMB.seq: * 
/ina/backf ilesl . seq: 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 
No. 



Score 



% 

Query 

Match Length DB 



ID 



Description 
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188, App 
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SCORE Search Results Details for Application 
10615005 and Search Result us-10-615-005- 

l.rnpbm. 



Score Home 
Page 



Retrieve Application 
List 



SCORE System 
Overview 



SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 10615005 and Search Result us-10- 

615-005-1. rnpbm. 

start 

Go Back to previous page 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence: 

Scoring table: 



June 29, 2006, 09:14:25 



US-10-615-005-1 
18 

1 tggcgccgttgccaattg 18 

I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1 . 0 



Search time 936.75 Seconds 
(without alignments) 
236.111 Million cell updates/sec 



Searched: 18892170 seqs, 6143817638 residues 

Total number of hits satisfying chosen parameters: 



37784340 



Minimum DB seq length: 
Maximum DB seq length: 



2000000000 



Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



Database 



Pub 1 i s he d_ App 1 i c a t i on s_N A_Ma in:* 



1 
2 
3 
4 
5 
6 
7 
8 
9 

10 
11 
12 
13 
14 
15 
16 



/EMC_Celerra_SIDS3/ptodata/2/pubpna/US07_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US08_PUBCOMB.seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US09A_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US09B_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US09C_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10A_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10B_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10C_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10D_PUBCOMB.seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10E_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10F_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10G_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllA_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllB_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllC_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllD_PUBC0MB. seq: * 
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Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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.0 


13938 


7 


US-10-315-515-125 

WW XV -J J / — ' X -J J 


Seauence 125 . Add 




X J 


1 ft 

X o 


100, 


.0 


13966 


7 


tjq_i 

UO XV ~J X -J ~J X w/ X£i A 


Spfnience 122 Add 




16 


18 


100. 


.0 


14005 


7 


US-1 0-315-515- 126 


Secjuence 126/ App 




17 


18 


100. 


.0 


14016 


7 


US-10-315-515-127 


Spauenre 127 Add 




1 ft 

X o 


1 ft 

X o 


100. 


,0 


59590 


15 


US-11-117-187-187 


SecmeTice 187 Add 


Q 


19 


18 


100. 


.0 


64415 


15 


US-11-117-187-185 


Seauence 185. Add 


I— 


£* V 


1 8 

X o 


100. 


.0 


83391 


15 


US-11-117-187-189 


Seaupnce 189 Add 


k^ 


21 


18 


100. 


.0 


90336 


15 


US-11-117-187-195 


Secmence 19 5. Add 






1 ft 

X o 


100. 


.0 


92584 


15 


US-11-117-187-194 


Seaupnce 194 Add 


<— 




1 ft 

X o 


loa.o 


94905 


15 


US-11-117-187-208 


Seauence 2 08 Add 


\~ 




1 ft 

X o 


100. 


,0 


95223 


15 


US-11-117-187-188 


Searience 188 Add 






18 


100. 


.0 


96583 


15 


US-11-117-187-203 


Seajuence 203/ App 






1 8 

X o 


100. 


,0 


96988 


15 


US-11-117-187-196 


Seauence 19 6. Add 




z. / 


1 8 

X o 


100. 


.0 


109974 


15 


US-11-117-187-204 


Seauence 2 04 Add 






1 ft 

X o 


100, 


.0 


134499 


15 


US-11-117-187-192 


Seauence 192 Add 






1 ft 

X o 


100. 


.0 


611587 


15 


US-11-117-187-209 


Seauence 209 Add 




30 


18 


100. 


. 0 


1082144 


15 US-11-117-187-211 


Seauence 211 Add 




31 

J X 


1 7 

X / 


94, 


,4 


40349 


15 


US-11-117-187-184 


Seauence 184 Add 




19 
~j z. 


1 7 
x / 


94, 


.4 


86585 


15 


US-11-117-187-198 


Seauence 19ft Add 


c 


j j 


1 7 
x / 


94. 


.4 


151828 


15 


US-11-117-187-197 


c^z-i-i ipnpp i Q 7 Add 




14 


1 ft 4 
x v . *± 


91, 


.1 


13320 


7 


US-10-315-515-124 


Seauence 194 Add 


\~ 




1 fi 4 


91, 


,1 


50959 


15 


US-11-117-187-210 


Seauence P10 Add 




j D 


1 4 


91. 


,1 


64415 


15 


US-11-117-187-185 


Seauence 1 ft S Add 




17 
o / 


1 fi 4 

X V . *± 


91, 


.1 


72600 


15 


US-11-117-187-206 


Seauence 206 Add 




J o 


16 4 

X v . *± 


91, 


.1 


79122 


15 


US-11-117-187-200 


Seauence 200 Add 




39 


16.4 


91, 


,1 


83391 


15 


US-11-117-187-189 


Sequence 189, App 


c 


40 


16.4 


91. 


.1 


86585 


15 


US-11-117-187-198 


Sequence 198, App 




41 


16.4 


91. 


. 1 


90336 


15 


US-11-117-187-195 


Sequence 195, App 


c 


42 


16.4 


91, 


.1 


103931 


15 


US-11-117-187-193 


Sequence 193, App 


c 


43 


16.4 


91. 


.1 


134499 


15 


US-11-117-187-192 


Sequence 192, App 


c 


44 


15.4 


85. 


.6 


416 


8 


US-10-021-323-16501 


Sequence 16501, A 


c 


45 


15.4 


85. 


,6 


548 


10 


US-10-915-740A-933 


Sequence 933, App 


c 


46 


15.4 


85. 


.6 


556 


4 


US-09-925-065A-427081 


Sequence 427081, 


c 


47 


15.4 


85. 


,6 


556 


5 


US-09-925-065A-427081 


Sequence 427081/ 


c 


48 


15.4 


85. 


.6 


1363 


8 


US-10-437-963-53305 


Sequence 53305/ A 


c 


49 


15.4 


85. 


.6 


1395 


8 


US-10-282-122A- 18003 


Sequence 18003, A 


c 


50 


15.4 


85, 


.6 


8778 


13 


US-11-097-143-41932 


Sequence 41932, A 




51 


15.4 


85. 


.6 


80450 


15 


US-11-117-187-201 


Sequence 201, App 
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SCORE Search Results Details for Application 
10615005 and Search Result us-10-615-005- 
l.rnpbn. 



Score Home 
Page 



Retrieve Application 
List 



SCORE System 
Overview 



SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you.Search Results detail for the Application 10615005 and Search Result us-10- 

615-005-1. rnpbn. 

start 

Go Back to previous pag 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence : 

Scoring table: 



June 29, 2006, 09:33:22 ; Search time 818.25 Seconds 

(without alignments) 
26.013 Million cell updates/sec 

US-10-615-005-1 
18 

1 tggcgccgttgccaattg 18 

I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1 . 0 



Searched: 809770 seqs, 591248006 residues 

Total number of hits satisfying chosen parameters: 



1619540 



Minimum DB seq length: 
Maximum DB seq length: 



2000000000 



Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



Database 



Published_Applications_NA_New: * 

1 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/US09_NEW_PUB. seq: * 

2 : /EMC_Celerra_SIDS3 /ptodata/l/pubpna/US06_NEW_PUB . seq: * 

3 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/US07_NEW_PUB. seq: * 

4 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/US08_NEW_PUB. seq: * 

5: /EMC_Celerra_SIDS3/ptodata/l/pubpna/PCT_NEW_PUB.seq: * 

6 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/US10_NEW_PUB. seq: * 

7 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/USllJSFEW_PUB. seq: * 

8 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/US60_NEW_PUB. seq: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 



% 

Query 
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No. Score Match Length DB ID Description 
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X ft 
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ft 
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7 
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XX 


-917 
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J Z 7 / / Z Z J 
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/ / Z Z O / r\ 


c 
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ft9 
OZ 
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7 


7 


TTC 

Ub 


1 1 
XX 


-917 
Z X / 


.coo _P91 Co 

D Z 7 OZXD7 


bequence 


P91 £ q a 

O Z X D 7 f A 




c. 
o 


1 A 
X 4 


O 

. o 


ft9 

OZ 


9 
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DUX 


0 


TTC- 
Ub 


1 ft 
rXU 


-44Q 

ft fr -? 


_Qft9_1 ft74P 

7UZ 1U JrxO 
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1 ft 7 4 ft a 
X U j 4 O , A 




7 


1 A 
X ft 


Q 
, O 


ft 9 

OZ 


9 
. z 


ftft ft 
oo o 


7 


TTC- 
Ub 


. 1 1 
X X 


-917 

Z X / 


- R9Q -RD91 R 

J Z 7 OUZX3 


bequence 


p ft9 1 C A 
O UZ X D / r\ 




0 


Xfi 


p 


ft 9 
o z 


9 
. z 


1 949 
X Z ft z 


O 


TTC- 
Ub 


1 ft 
X U 


-44Q 


_Qft9 -794 

7 UZ O Z ft 


bequence 


7 94 Arvrk 
J Z ft , App 




Q 
7 


X ft 


p 


ft 9 
o z 


9 
. z 


1 9R7 

X Z J / 


o 


TTC- 

Ub 


1 ft 
X u 


-44Q 


-Qft9 -1 9fi 

7 VJ Z X Z O 


sequence 


XZD, /\pp 






xft 


Q 

. o 


ft 9 

O Z 


9 
. z 


1 9Q ft 
X Z 2 o 


o 


TTC- 


1 ft 
X u 


-44Q 
*4 *± y 


_Qft9 -9 97 9Q 

7UZ Z Z «J Z 7 


sequence 


9 979Q A 

Z Z J Z 7 / t\ 




1 1 
X X 


x ft 


p 


R9 
o z 


9 
. z 


1 4R1 

X f± D X 


o 


T7C- 

Ub 


1 ft 
X u 


-44Q 
— *i *± y 


-Qft9 -ft 1 7fi 

7UZ OX / D 


bequence 


O X / O , t\y 




1 9 

X Z 


x ft 


p 


ft 9 

O Z 


9 
. z 


lUJJ 


7 


TTC- 


1 1 

X X 


-917 

£t X / 


_c;9Q_l7774fi 

J Z 7 1 / J j'iO 


C o^ti i art d 

bequence 


1 77 74 f 
X / 3 O ft D f 




X J 


14 


.8 


ft9 
o z 


9 
• z 


1 Q09 
x y \j z 


u 


TTC- 


1 ft 

X u 


-44Q 


-Q09-99QQfi 

7WZ ZZ77U 


ocqucJiLc 


99QQC A 
Z Z 7 7 O / t\ 




1 4 


14 


.8 


R9 

O Z 


9 
. z 


1 QR1 
I? ji 


D 


TTC- 


1 ft 

X \J 


-44Q 
*± *± y 


_ Q ft 9 — 1 1 Qftft 
7 U Z XX700 


oequence 


1 1 Qftft A 
x x y o o t 


C 




14 


.8 


ft9 

OZ 


9 
. z 


J jO / 


7 


TTC- 

Ub 


1 1 

X X 


zoo 


-74ft A- 7 ft7 ft1 


bequence 


7ft7ft1 a 




1 f 
X D 


14 


.4 


ft n 

0 U 


n 
. u 


Q4 9 
4 Z 


0 


TTC 
Ub 


1 ft 
X u 


-471 
— 4 / X 


-R71 A-44C;7 
D / X/\— 44 0/ 


Sequsnce 


AA^I Ar\ 
4 4 D / , Ap 


C 


i 7 
x / 


14 


.4 


ou 


n 


X J XZ 


0 


TTC 
Ub 


1 ft 

xu 


A A Q 
_ 44y 


Qft9 1 TCTC 
-7UZ -XZD / D 


Sequence 


1 9 c 7 c a 
XZD / D , A 




1 ft 
X o 


14 


.4 


ft n 
o u 


n 


1 4 R 7 
X 4 0 / 


0 


TTC 

Ub 


1 ft 

xu 


A A Q 
447 


_Qft9_97R9R 
— 7 UZ — Z / DZ D 


Sequence 


9 7 c 9 c a 
Z / D Z D / A 




1 Q 

1 7 


14 


.4 


oU 


. u 


9 £ £ 1 
Z 0 0 X 


0 


TTC 

Ub - 


1 ft 

xu 


A A Q 

-44y 


Qft9 ICIt^C 

-yuz-xoXDb 


Sequence 


X D X D 0 , A 


C 


o ft 
z u 


14 


7 7 


Q 

. o 


1 n £ n 

1UOU 


0 


TTC 
Ub 


1 ft 
ill 


" jj 


7/!Q 9PP7Q 

j47 zoo / o 


Sequence 


9 P P 7 P A 

Zoo fo, A 


C 


9 1 
Z 1 


' 14 


7 7 


g 


1 A Q 1 

1 4 y i 


7 
/ 


TTO 

Ub- 


1 1 
XX 


1 Q Q 
- loy 


- o / jA~ X D 


Sequence 


X D / AppX 




9 9 
Z Z 


14 


77 


Q 
. O 


1 £Q ft 


7 


TTC - 

Ub - 


1 1 
X X 


_ 9 1 £ 
- Z X 0 


-c:Ac:_7Q7ft 
- D4 D - /7jU 


Sequence 


7 Q 7 ft In 

I y o\) t Ap 


C 


9 7 
Z J 


14 


7 7 


p 


9 Q "3.7 
Zy J / 


0 


TTO 

Ub - 


1 ft 

xu 


A AO 
-447 


Qft9 77Rft7 
— 7 UZ ~Z / jU j 


Sequence 


7 7 £ ft 7 A 
Z / D U J / A 




Z ft 


1 7 


Q 
. O 


If 


7 


9 R 
Z D 


7 


TTC - 

Ub 


1 1 

X X 


-917 
Z X / 


-R9Q -1 ft 1 791 
DZ7 XOX / ZX 


oequence 


1 ft 1 791 
X 0 X / Z X / 




Z D 




o 
. o 


7 


7 
. / 


9 Q 7 

Zi7 / 


7 


TTC - 
Ub 


. 1 1 
X X 


-917 
Z X / 


_coo_i 7777R 
DZ 7 X 1 J 1 / D 


bequence 


1 77 77 c; 
X / j / / D / 


C 


9 £ 
Z 0 




o 
. o 


7 £ 
/ 0 


7 
. / 


7 rn 


0 


TTC 
Ub 


1 ft 
X u 


-A A Q 
- 4 4 7 


— Qft9 -1^9 ^7 

— y UZ - X DZ D J 


Sequence 


1 C 9 C 7 A 
X DZ D J , A 


C 


9 7 
Z / 


1.3 


o 

. o 


7 f 
/ 0 
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. / 


/ J J 


7 


TTC 

Ub 


1 1 
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9 £ 
ZOO 
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/4o/\ 44DDj 
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. 8 


7 £ 
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I I D 


7 
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Ub ~ 


1 1 
XX 
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7/1Qa 9ftQQc;c 
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Z U07 DO , 


C 
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»/ 0 


7 


ft 7 7 

OJ J 


7 


TTC 
Ub 


1 1 
X X 


ZOO 
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— / 4 OA— / 7 7 O 7 


Sequence 


7 Q Q P Q A 
/ 7 7 07 , A 




7 ft 

j U 


13 


.8 


7 £ 


n 
. 1 


O J J 


7 
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Ub 


1 1 
X X 
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13 


.8 
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7 
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9 f 0 0 P A 
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c 


7 9 
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13 


.8 


If 
1 0 


7 


ft q n 


7 


TTC - 

Ub 


1 1 
X X 


_ 9 £ 
ZOO 


-7/1P a-7 1 4 Pft 
— /4oA— JX40U 


Sequence 


7 1 4 P ft a 
O X4o U / A 


c 


77 
J D 


13 


.8 
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7 


ftQ n 

U-7U 


7 


TTC - 

Ub 


1 1 
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-9 f f 
ZOO 
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— / ftOr\— ZZftftX / 
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c 


74 
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13 


.8 


If 


7 
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O J? U 


7 
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Ub 
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X X 
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ZOO 


- 7 4 ft 3\ - 4 ft R 7 1 
/ ft O A~4 U J J O X 
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A ft q 7 1 
ft U D j D X , 




7 R 
j D 


13 


.8 


7 
/ 0 


7 


ftQ ft 


7 
f 


TTC - 
Ub 


1 1 
XX 


-Off 

zoo 


/ 4 OA— 4 / 0 4 U / 


bequence 


AH fA ft7 
4 / 04 U / / 




7 


13 


.8 


If 


7 


1 ftftft 
J.UUU 


7 


TTC — 

Ub 


1 1 

X X 


ZOO 


-74ft2i-4ftft7ft4 
— / ft OA ft UO / U4 


bequence 


/lftP7ft4 
4 U 0 / Uft , 


c 


77 


13 


.8 


If 


7 


1 ftftft 


7 


TTC — 

Ub 


1 1 

X X 


-9 f f 
ZOO 


-74fta_47Q7Rft 
— / ft OA ft / 7 / D U 


bequence 


4707 Rft 
4 / 7 / D U / 


c 


7 ft 

J o 


13 


.8 


If 
/ o 


7 


1 Dft7 


7 


TTC- 

Ub 


1 1 

X X 


-Off 
"ZOO 


-74ft a-7 fO fO 1 
/ftOA— jDZDZX 
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7 £ 9 A 9 1 




j y 


13 


.8 


76 
/ D 


7 


1 ftft7 
X u u / 


7 

/ 


TTC — 
Ub ~ 


1 1 

XX 


-9 f f 

-zoo 


_7/lPa /l/lAftftft 
- /4oA— 44DUUU 


Sequence 


A A f ftft ft 
44 D UUU , 


c 


a n 

ft u 


13 


.8 
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/ 0 
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. / 


1 9Q^ 
X Z j D 


c 
0 


TTC — 

Ub 
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xu 


-44Q 
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. / 


1 *i 9 7 


£T 
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Ub 
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A A Q 

-44r 


O ft 7 7 7 O Q 
— y UZ - J / 7 7 
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7 7 Q O Aw 

0 lyy , Ap 
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4 9 
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13 


.8 


7 £ 
/ 0 
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X J Z J 


0 
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Ub 
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xu 


d /l Q 
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Q ft 7 /I 1 9 P 
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Sequence 
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1 CKC A 
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xu 


/I /l Q 
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- 7 Uz - X / 7 X4 
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1 7 Q 1 /I A 

X / 7X4 , A 
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A G. 
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7 C 
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17 7ft 
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TTO 

Ub - 


1 1 
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-Zoo 


- /4oA-Xod4Z 7 
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XOD4Z7 / 




A 7 
4 / 


13 


.8 


7 ^ 


7 


1 ftft ft 

x OU u 
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TTC 

Ub - 


1 1 
XX 


9 17 
-Z 1 / 


c 7 Q 7QQ/IC 

- D Z 7 - / oo4D 


Sequence 


1 QQ A C, A 

/ oo4 D , A 
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"ZD D 
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1 Q 7 Q 7 7 

±y zy zz , 
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.8 
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1 A DO 

z 4uy 
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1 ft 

xu 


-447 


Qf\0 77C70 
- 7 Uz — Zz D J o 


Sequence 


7 7 C 7 Q A 

zzoio, A 






13 


.8 


I 0 , 


7 


Z DXZ 


0 


TTO 

Ub - 


1 ft 

X u 


-44 7 


-7UZ -X70iD 


Sequence 


xy oxd , a 




R9 
D Z 


13 


. 8 


7 ^ 


7 


9 £ p 9 
Z 0 0 Z 


7 
/ 


TTC — 

Ub 


1 1 . 
X X 


-191 
X Z X 


- X D4 - / U 


Sequence 


7 n a ■»•»,-»-% i 
/ U , AppX 


c 


53 


13 


.8 


76. 


.7 


2728 


6 


us- 


10 


-449 


-902-12964 


Sequence 


12964 # A 


c 


54 


13 


.8 


76, 


.7 


2940 


7 


us- 


11 


-217 


-529-77568 


Sequence 


77568, A 


c 


55 


13 


.8 


76. 


.7 


3046 


6 


us- 


10 


-449 


-902-18291 


Sequence 


18291, A 


c 


56 


13 


.8 


76. 


.7 


3179 


7 


us- 


11 


-266 


-748A-356269 


Sequence 


356269, 


c 


57 


13 


.8 


76. 


.7 


3179 


7 


us- 


11- 


-266 


-748A-385811 


Sequence 


385811, 




58 


13 


.8 


76. 


.7 


3179 


7 


us- 


11 


-266 


-748A-439648 


Sequence 


439648, 


c 


59 


13 


.8 


76. 


.7 


404123 


7 


us- 


11 


-266 


-748A-23884 


Sequence 


23884, A 
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SCORE Search Results Details for Application 
10615005 and Search Result us-10-615-005- 

l.rst. 



Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 10615005 and Search Result us-10- 

615-005-1. rst 

start 

Go Back to previous page 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 

OM nucleic - nucleic search, using sw model 

Run on: June 29, 2006, 09:05:40 ; Search time 2757.75 Seconds 

(without alignments) 
364.989 Million cell updates/sec 

Title: US-10-615-005-1 
Perfect score: 18 

Sequence: 1 tggcgccgttgccaattg 18 

Scoring table: IDENTITYJSTUC 

Gapop 10.0 , Gapext 1.0 

Searched: 48236798 seqs, 27959665780 residues 

Total number of hits satisfying chosen parameters: 96473596 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



Database : EST:* 



1 




gb_estl : * 


2 




gb_est3 : * 


3 




gb_est4 : * 


4 




gb_est5 : * 


5 




gb_est6 : * 


6 




gb_htc : * 


7 




gb_est2: * 


8 




gb_est7 : * 


9 




gb_est8: * 


10: 


gb_est9 : * 


11: 


gb_gssl : * 


12: 


gb_gss2 : * 


13: 


gb_gss3 : * 


14: 


gb_gss4 : * 



Pred. No. is the number of results predicted by chance to have a 
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score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 





ViO . 


Score 


Match Length DB 


±U 




c 


1 

-L 


1 R 

J. o 


100. 


,0 


129 


3 


Dy o j j o zf z/ 


9 OGB21M16 

DyU J J ^ yVJUA 1111 u • 




9 
z 


1 ft 
x o 


100. 


,0 


166 


14 


AT.77 1 A fi9 


2\T. 77140^ arahi HonQ 
rvu / / 11 uj /a.x ajJiuupo 


c 


J 


1 ft 
X o 


100. 


.0 


177 


14 


at 7R71 99 


AT.7R71 99 AT^Vri Hnnq 




A 
44 


1 ft 
X o 


100, 


.0 


178 


11 


J O X O _7 


AnQRftlftQ T,FRA\7ft*^TF 




0 


1 R 
X o 


100. 


.0 


193 


14 


PRQ7 7 Q fift 






c 
D 


1 R 
X O 


100. 


,0 


199 


11 


nnz f± j x 04t 


on Z 44 J X O 44 AUintjZlA 


c 


n 
1 


1 R 
X o 


100, 


,0 


216 


14 




AT.DRQ1 07 ir^hi Hone 




Q 

o 


Xo 


100. 


.0 


232 


14 


L.K44 U j U J Z 


L-K44UDUyZ niaDiaopS 




Q 

y 


1 Q 
X 0 


100. 


.0 


239 


14 


pr4 fi RfiQ 7 


CD A 0^007 IraKi ^Ane 
L.K44 U D \J J J nl aUldOpS 




X u 


1 R 
X O 


100. 


.0 


263 


11 


pu 9 A 7 ft fi 7 
rsnz 44 j o U j 


OflZ44jOUO fiUlX\Dl / 11\ 




1 1 
1 X 


1 Q 
X O 


100, 


.0 


268 


14 


OTJQ-I *3 Q f!7 


r , T?Q"l"lQn7 2iraKiHnnc 
L.KjjjjU / AraDlUOpS 




1 z 


X O 


100. 


,0 


273 


14 


AXj1744 OOX44 


/\Xjy44DDX44 AiaDiaopS 


c 


J. J 


1 Q 
X O 


100. 


.0 


388 


11 


TiC 9 C Q c 

no Z joj 


■R^9^ftR T» 9 9 T? 9 1 TT? T 1 A 

jddzdod lzzrzxir i/\ 




1 A 
X 44 


1 R 
X O 


100, 


,0 


401 


11 


RW9A41 7ft 
OilZ 44 411 jo 


RT49A4.1 *^ft ATTTWA9fi r PTT 
DnZ^ll JO M.U X WrlZ O 1 r 


c 


J. J 


X O 


100. 


.0 


410 


11 


T3U9 A A*\ HI 
DflZ 44 44 X U X 


DnZ 44 44 XUX ftUlWAJOiK. 




X D 


1 ft 
X 0 


100, 


.0 


415 


11 


rinZ 44 j Z o -/ 


Dnz4 jzoj nuinr 0 j ii\ 


c 


1 7 
X / 


1 ft 
X o 


100. 


,0 


418 


11 


DnZ 1 Jl JO 






1 ft 
X O 


1 ft 

X O 


100. 


,0 


419 


11 


du9 R97 ft9 


RN9R97ft"^ CJAT.K 01 "^R 


c 


1 Q 

X j 


1 R 
X o 


100, 


,0 


422 


11 


RT49 A A 1 fiR 
DilZ 44 44 X U D 


DrlZ4±44XUIJ r\U X VVriZ X 1 JTv 




9 fi 
Z U 


1 R 
XO 


100, 


,0 


424 


11 


"RT-I9 A A 07Q 
DrtZ 44 44 U / j 


DrlZ 44 44 U / 27 AUilxDJ J 1I\ 




Z X 


1 R 
X o 


100. 


,0 


437 


11 


OnZ 44 44 U O / 


RH94A0fi7 ATTTRF^dTR 




9 9 
Z Z 


1 ft 
x o 


100, 


.0 


439 


11 


DUO 477^7 

onZ 41 j jo / 


RH9477fi7 aTTTRT777 r TR 
Dnz 44 jjO / t\\j±t\r i 1 it\ 


c 


Z J 


1 ft 
X o 


100. 


.0 


444 


11 


onz i j j / o 


RH94*}R7fi ATTTRPS^TR 
on ^ J J / u 1 r\\_ j j ii\ 




9 4 
Z 44 


1 ft 
X o 


100, 


, 0 


446 


11 


T3T497 ^7 ft 

onZ j jjOO 


RT497R7Aft ATTT"\72i9 fiTP 




9 

Z 0 


1 ft 
X O 


100. 


,0 


451 


14 




/\1_j UOU Jll Ai aJjiuupo 




9 

Z 0 


1 ft 

X O 


100, 


.0 


452 


14 


V^iNOU UVJX V 


ZiTnft9fi c i7 arahiHonc 
ribUOZO J / CJ.JJ J. LHJ]J t> 




97 

z / 


1 ft 

J. o 


100. 


.0 


455 


14 


PTtfQD OR 7 Q 
LlNoU uf\ j j 


niiUOU J -/ J nJ.CUJlUUyo 




9 ft 
Z O 


1 ft 
X o 


100. 


,0 


456 


3 


oyy oy uuj 




c 


9 Q 


1 ft 
X o 


100, 


.0 


457 


11 


ano c; ft 9 
/\yy j o d y z 


AOQRftRQ9 T.TTR A 1 TR 




i n 

j U 


1 ft 
X o 


100. 


.0 


460 


11 




ay y t \j r ^iul irv. iw 




-j X 


1 Q 
Xo 


100, 


.0 


470 


11 


T3 T_1 9 7 RR9/1 
tJrlZ J D DZ 44 


t*W97R^9A aTTT\7PZl fiTF 

onz j j jZ4i AUivL^ uir 




1 9 
J Z 


1 Q 
X o 


100, 


,0 


471 


14 




AT 0ft1 H9R iraKi rlnnc 
AXjUOXUZO AraDlUOpb 




J j 


1 ft 
X o 


100. 


,0 


478 


11 


DUO /I TQ'IC 
DilZ 44 J y j D 


T4U9A7Q1R atttr A9 DTT? 
DnZ4t J7 J J AUlKAZUir 




J 44 


1 ft 

x o 


100. 


.0 


483 


14 


HTSTQ H fiMPM 


AT nfirmQfi ZlrahiHonc 
AJjUOU J3D HldDlUUpb 




-5 J 


X o 


100. 


. 0 


486 


11 


D^J / D / 


T5977R7 T7l^D99 TO T P 
DZJ / j / rXDirZZiK XLj 


c 


9 £ 


1 Q 
X O 


100. 


,0 


493 


11 


■QTJ9/1 7 1 ft 9 
DnZ 44 J X O Z 


DU9471 Q9 ATTT Wnft 9 TTT 
r5nZ44jXOZ AUXHL/O Z 1 r 


c 


1 7 


1 ft 
X o 


100. 


,0 


493 


11 


T3U9/1 O CQ9 

rirlZ 44 j D OZ 


P.M9Zl^RR9 ATTTRFfiR r PF 




9 Q 

j o 


X o 


100, 


.0 


493 


11 


tin A 44 j / / 41 


Till 0 A 1 17 A ATTTRRfi fiTT? 

onZ44j/ / 44 AUlKrUOlr 




j y 


1 Q 

X o 


100. 


.0 


495 


10 


DWX /44 0XU 


F\Ta71 T / CI fi PT \T T 7 R *^ ^ ft 
JJWX/410XU L-XiVZiDjOO. 




/i n 

41 U 


1 ft 
X o 


100. 


,0 


502 


10 


UW1 / 44 0 D44 


rttA7l7A£^A PT\77^^>nft 
JJWX/440044 LLVZj jOUo . 




A 1 

4 X 


1 Q 

X o 


100, 


,0 


505 


14 


UlMbUUUVV 


axj uoj / j / /iiaoxciops 


c 


4z 


1 o 

Xo 


100, 


.0 


506 


11 


Bz / z 0 b 


dz / ZDD 1 jDz jir 1AM 




43 


18 


100. 


.0 


514 


11 


BH243704 


BH243704 AUIRA27TR 




44 


18 


100. 


,0 


520 


14 


CNS00R7E 


AL086744 Arabidops 




45 


18 


100. 


.0 


521 


14 


CNS00NZ5 


AL082559 Arabidops 


c 


46 


18 


100, 


,0 


522 


11 


BH244760 


BH244760 AUIJA68TR 




47 


18 


100. 


,0 


524 


11 


BH243951 


BH243951 AUIRD63TR 




48 


18 


100. 


,0 


527 


3 


BQ851421 


BQ851421 QGB15E20. 


c 


49 


18 


100, 


,0 


528 


11 


BH244809 


BH244809 AUIJA24TF 




50 


18 


100. 


,0 


537 


11 


BH235380 


BH235380 AUIVA0 5TR 




51 


18 


100. 


,0 


543 


14 


CNS00NS4 


AL0823 06 Arabidops 


c 


52 


18 


100, 


,0 


552 


11 


BH236544 


BH23 6544 AUJFA64TF 




53 


18 


100. 


.0 


556 


11 


BH243699 


BH243699 AUIRA19TF 
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SCORE Search Results Details for Application 
10615005 and Search Result us-10-615-005- 
ll.rge. 

Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 10615005 and Search Result us-10- 

615-005-11. rge. 

start 

Go Back to previous page 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: 



June 29, 2006, 07:33:17 



Search time 3854.18 Seconds 
(without alignments) 
9955.034 Million cell updates/sec 



Title: 

Perfect score: 
Sequence: 



US-10-615-005-11 
600 

1 ttggaggctgggctcatata . 



, tcctaggccacaagatctca 600 



Scoring table: I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1 . 0 

Searched: 6366136 seqs, 31973710525 residues 



Total number of hits satisfying chosen parameters: 12732272 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



Database : GenEmbl : * 



1 




gb_env : 


★ 


2 




gb_pat : 


* 


3 




gb_ph : * 




4 




gb__pl : * 




5 




gb_pr : * 




6 




gb_ro : * 




7 




gb_sts : 


* 


8 




gb_sy : * 




9 




gb_un : * 




10 


gb_vi : 


* 


11 


gb_ov : 


* 


12 


gb__htg 


: * 


13 


gb_in: 


★ 


14 


gb_om : 


* 


15 


gb_ba : 


* 



http://es/ScoreAccessWeb/Get!tem.action?AppId=l 06 1 5005&seqId=549960&ItemName=. . . 8/1 7/2006 



SCORE Search Results Details for Application 10615005 and Search Result us-10-615-0... Page 2 of 19 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 



MO . 


Score 


Match 


Length 


UD 


ID 


Description 


1 


bUU 


100 


.0 


coo 
bUU 


o 

Z 


A"D O C /I O Q O 
AKZ b4 J o U 


AR264380 


Sequence 


o 
z 


bUU 


100 


.0 


coo 
bUU 


o 

Z 


AD/1 Q/ QCC 

AK4y 4 oD D 


AR494855 


Sequence 


-3 


b U U 


100 


.0 


coo 
bUU 


o 

Z 


ak / / y iy d 


AR779195 


Sequence 


4 


bUU 


100 


.0 


1 o O Q c 

lzzob 


o 
z 


AD O C /! O Q 1 

AKZ b4 J o J 


AR264383 


Sequence 


D 


con 
bUU 


100 


.0 


1 O O Q C 

IZZob 


o 
z 


AD /I Q /I Q C Q 

AK4y 4 o Do 


AR494858 


Sequence 


c 
D 


coo 
bUU 


100 


. 0 


1 O O Q C 

1 Z Z o b 


o 
z 


ak / / y i y o 


AR779198 


Sequence 


n 

I 


D / 1 . Z 


95 


.2 


/I C OQ 

4 buy 


o 
z 


an o c/i o q c 
AKZ b4 J o b 


AR264386 


Sequence 


Q 

o 


CO 1 0 
D / -L . Z 


95 


.2 


/I C OQ 

4 b uy 


o 
z 


7VT5 /I Q/l QC1 

AK4y 4 obi 


AR494861 


Sequence 


Q 

y 


D / 1 . Z 


95 


.2 


>1 C O Q 

4 b uy 


o 
z 


ADO O Q 0 O 1 

AK / / y Z U 1 


AR779201 


Sequence 


1 O 

iu 


CO 1 O 
D / 1 . Z 


95 


.2 


oD / D 


4 


AT?1 QC1 Q A 

At lob 1o4 


AF186184 


Glycine m 


1 1 
1 1 


Db o . z 


94 


.7 


COT 

Dy / 


o 
z 


AD 0 C /I "3 Q Q 

akz b4o y y 


AR264399 


Sequence 


1 o 
1Z 


DO O . Z 


94 


.7 


C Q O 

Dy / 


o 
z 


AK4y 4 o / 4 


AR494874 


Sequence 


1 0 
ID 


jDO . Z 


94 


.7 


Dy / 


o 
z 


ATSOOQ01 A 
AK / / y Z 1 4 


AR779214 


Sequence 


1 A 

14 


DDZ 


88 


.7 


Q Q O Q 

y oz y 


o 
z 


AT30C/1 OQyl 

AKZ b4 D o4 


AR264384 


Sequence 


1 c 

1 D 


con 
DD Z 


88 


.7 


y ozy 


o 
z 


AK4y 4 o Dy 


AR494859 


Sequence 


1 c 
lb 


C"l O 
DD Z 


88 


.7 


Q Q O Q 

y oz y 


o 
z 


AT300Q1 QQ 

ak / / y iy y 


AR779199 


Sequence 


1 / 


Do Z 


88 


.7 


1 O 1 O Q 
lUIZo 


4 


AT?1 QC1 QO 

At lobloZ 


AF186182 


Glycine m 


1 Q 

lo 


Dz y . b 


88 


.3 


o c o 
/ bZ 


o 
z 


A'D^Q/QO/I 

AK4y 4y J 4 


AR494934 


Sequence 


iy 


Dz y . b 


88 


.3 


o c o 
/ bZ 


o 
z 


A"DOOQOO/l 

AK / / y Z / 4 


AR779274 


Sequence 


O O 

z U 


coo c 
Dzy . b 


88 


.3 


o c o 
/ bz 


4 


ATTOOQOCQ 

Ar d /oUbo 


AF378068 


Glycine m 


O 1 
Z 1 


Dz b . 4 


87 


.7 


o c o 
/ bz 


o 
z 


AK4y 4y Z o 


AR494928 


Sequence 


O O 
Z Z 


ROC A 

DZ b . 4 


87 


.7 


o c o 
/ bZ 


o 
z 


AOOOQOCQ 

ak / / y z b o 


AR779268 


Sequence 


O "5 

zo 


cor yl 

DZ b . 4 


87 


.7 


o c o 
/ oZ 


4 


AT?OOQOCO 

Ar o 1 o UbZ 


AF378062 


Glycine m 


O >1 

z4 


Dzd . z 


87 


.2 


1 O C O 1 

lz D / 1 


o 

z 


7VDO C. A 1 Q c 

AKzb4 J oD 


AR264385 


Sequence 


o c 
z D 


DZD . z 


87 


.2 


1 O C O 1 

IzD / J. 


o 
z 


AT5/I Q/l QCO 

AK4y 4o b U 


AR494860 


Sequence 


o c 
Z 0 


COO O 

Dzd . z 


87 


.2 


1 O C O 1 

lz D / 1 


o 
z 


AT^OOQOOO 

AK / /y ZUU 


AR779200 


Sequence 


O 1 

z / 


CO! O 

DZD . z 


87 


.2 


1 O Q Q C 

Izoob 


4 


jinl QC1 QO 

Ar lobloD 


AF186183 


Glycine m 


O Q 

zo 


coo c 
DUz . b 


83 


.8 


o c o 


o 

z 


AT3^ OOQ 

AK4y 4y z y 


AR494929 


Sequence 


O Q 

zy 


COO C 

DUz . b 


83 


.8 


O C O 


o 
z 


ATDOOQ 0 CQ 

ak / / y z b y 


AR779269 


Sequence 


o o 


coo c 
DUz . b 


83 


.8 


o c o 


A 

4 


Ar d /oUbJ 


AF378063 


Glycine m 




A O O 

4 J U 


71 


.7 


o c o 
/ bz 


o 
z 


A"D/Q/tQOO 

AK4y4y du 


AR494930 


Sequence 


O O 

dz 


4d U 


71 


.7 


o c o 
/ bz 


o 
z 


AT3OOQ0OO 

AK / /y z / u 


AR779270 


Sequence 


O O 


A 0 0 
4D U 


71 


.7 


oco 

/ OZ 


4 


ATTOOQOCA 
Ar D / o Ub4 


AF378064 


Glycine m 


34 


360.6 


60 


.1 


86045 


12 


AP007813 


AP007813 Lotus co: 


35 


360. 6 


60 


.1 


155108 


12 


AP007528 


AP007528 Lotus co: 


36 


359 


59 


.8 


92281 


4 


AP004896 


AP004896 


Lotus cor 


37 


352.6 


58 


. 8 


762 


2 


AR494938 


AR494938 


Sequence 


38 


352.6 


58 


.8 


762 


2 


AR779278 


AR779278 


Sequence 


39 


352.6 


58 


.8 


762 


4 


AF378072 


AF378072 


Glycine m 


40 


351.6 


58 


.6 


762 


2 


AR494936 


AR494936 


Sequence 


41 


351.6 


58 


.6 


762 


2 


AR779276 


AR779276 


Sequence 


42 


351.6 


58 


.6 


762 


4 


AF378070 


AF378070 


Glycine m 


43 


350.2 


58 


.4 


125364 


12 


ACV75087 


AC175087 Glycine 


44 


349.8 


58 


.3 


761 


2 


AR494939 


AR494939 


Sequence 


45 


349.8 


58 


.3 


761 


2 


AR779279 


AR779279 


Sequence 



ALIGNMENTS 



RESULT 1 
AR264380 
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SCORE Search Results Details for Application 10 
and Search Result us-10-615-005-ll.rng 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Su gg 

This page gives you Search Results detail for the Application 10615005 and Search Result us-10-6: 
start 

Go Bac 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence : 



June 29, 2006, 07:26:47 ; Search time 488.488 Seconds 

(without alignments) 
8563.880 Million cell updates/sec 

US-10-615-005-11 
600 

1 ttggaggctgggctcatata tcctaggccacaagatctca 600 



Scoring table: I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 

Searched: 5244920 seqs, 3486124231 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



10489840 



Database : 



N_Geneseq__8 : * 



1 
2 
3 
4 
5 
6 
7 
8 
9 

10 
11 
12 
13 
14 
15 



geneseqnl980s : * 
geneseqnl990s : * 
geneseqn2 000s : * 
geneseqn2 001as : * 
geneseqn2 001bs: * 
geneseqn2 002as : * 
geneseqn2 002bs : * 
geneseqn2 003as : * 
geneseqn2 003bs : * 
geneseqn2003cs : * 
geneseqn2003ds : * 
geneseqn2004as : * 
geneseqn2004bs : * 
geneseqn2005s : * 
geneseqn2006s : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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ALIGNMENTS 



RESULT 1 
AAZ35258 

ID AAZ35258 standard; DNA; 600 BP. 
XX 

AC AAZ35258; 
XX 
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SCORE Search Results Details for Application 
10615005 and Search Result us-10-615-005- 

ll.rnpbm. 



Score Home 
Page 



Retrieve Application 
List 



SCORE System 
Overview 



SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 10615005 and Search Result us-10- 

615-005-11. rnpbm. 

start 

Go Back to previous page 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence: 

Scoring table: 



Searched: 



June 29, 2006, 08:36:14 ; Search time 1075.62 Seconds 

(without alignments) 
6854.257 Million cell updates/sec 

US-10-615-005-11 
600 

1 ttggaggctgggctcatata tcctaggccacaagatctca 600 

I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1 . 0 

18892170 seqs, 6143817638 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



37784340 



Database 



Published_Applications_NA_Main: * 



1 
2 
3 
4 
5 
6 
7 
8 
9 

10 
11 
12 
13 
14 
15 
16 



/EMC_Celerra_SIDS3/ptodata/2/pubpna/US07_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US08_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US09A_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US09B_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US09C_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10A_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10B_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10C_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10D_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10E_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10F_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10G_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllA_PUBC0MB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllB_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllC_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllD_PUBC0MB. seq: * 
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Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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SCORE Search Results Details for Application 
10615005 and Search Result us-10-615-005- 
ll.rnpbn. 



Score Home 
Page 



Retrieve Application 
List 



SCORE System 
Overview 



SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 10615005 and Search Result us-10- 
615-005-11. rnpbn. 



start 



Go Back to previous pag 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: 



Title: 

Perfect score: 
Sequence: 

Scoring table: 



Searched: 



June 29, 2006, 08:51:49 ; Search time 90.2935 Seconds 

(without alignments) 
7857.686 Million cell updates/sec 

US-10-615-005-11 
600 

1 ttggaggctgggctcatata tcctaggccacaagatctca 600 

I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 

809770 seqs,. 591248006 residues 



Total number of hits satisfying chosen parameters: 



1619540 



Minimum DB seq length: 
Maximum DB seq length: 



Post-processing: 



2000000000 



Database 



Minimum Match 0% 
Maximum Match 100% 
Listing first 45 summaries 

Published__Applications_NA_New: * 

1: /EMC_Celerra_SIDS3/ptodata/l/pubpna/US09_NEW_PUB.seq: * 

2 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/US06_NEW_PUB.seq: * 

3 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/US07_NEW_PUB. seq: * 

4: /EMC_Celerra_SIDS3/ptodata/l/pubpna/US08_NEW_PUB.seq: * 

5 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/PCT_NEW_PUB. seq: * 

6 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/US10_NEW_PUB.seq: * 

7 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/USll_NEW_PUB.seq: * 

8: /EMC_Celerra_SIDS3/ptodata/l/pubpna/US60_NEW_PUB.seq: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 



% 

Query 
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No. Score Match Length DB ID Description 





1 


159 


.4 


26 


.6 


1738 


6 


US- 


10 


-449 


-902-7359 


Sequence 


7359, Ap 




2 


108 


18 


.0 


3732 


6 


US- 


10 


-449 


-902-12764 


Sequence 


12764, A 




3 


92 


. 8 


15 


.5 


2174 


6 


US- 


10 


-953 


-349-39530 


Sequence 


39530, A 




4 


92 


. 2 


15 


.4 


3020 


6 


us- 


10 


-953 


-349-37705 


Sequence 


37705, A 




5 


90 


. 6 


15 


.1 


1604 


6 


us- 


10 


-449 


-902-7056 


Sequence 


7056, Ap 




6 


90 


. 6 


15 


.1 


2122 


6 


US- 


10 


-953 


-349-37241 


Sequence 


37241, A 




7 


86 


.2 


14 


.4 


2092 


6 


US- 


10 


-449 


-902-9257 


Sequence 


9257, Ap 




8 


86 


.2 


14 


.4 


3434 


6 


us- 


10 


-449 


-902-15788 


Sequence 


15788, A 




9 


82 


.4 


13 


7 


4498 


7 


US- 


11 


-217 


-529-190990 


Sequence 


190990, 




10 


80 


.4 


13 


4 


2930 


6 


US- 


10 


-449 


-902-16763 


Sequence 


16763, A 




11 


78 


.8 


13 


1 


4187 


6 


us- 


10 


-449 


-902-18580 


Sequence 


18580, A 




12 


76 


.2 


12 


7 


3066 


6 


us- 


10 


-449 


-902-196 


Sequence 


196, App 




13 


76 


.2 


12 


7 


4559 


6 


us- 


10 


-449 


-902-17469 


Sequence 


17469, A 




14 


76 


.2 


12 


7 


5050 


6 


us- 


10 


-449 


-902-28374 


Sequence 


28374, A 


c 


15 


70 


.4 


11 


7 


1174 


6 


us- 


10 


-449 


-902-5570 


Sequence 


5570, Ap 


c 


16 


68 


11 


3 


1876 


6 


us- 


10 


-953 


-349-38211 


Sequence 


38211, A 




17 


65 


.6 


10 


9 


1838 


6 


us- 


10 


-449 


-902-24362 


Sequence 


24362, A 




18 


53 


.8 


9 


0 


2771 


6 


us- 


10 


-449 


-902-8893 


Sequence 


8893, Ap 




19 


48 


.2 


8 


0 


858 


6 


us- 


10 


-953 


-349-37957 


Sequence 


37957, A 




20 


40 


.8 


6 


8 


1793 


6 


us- 


10 


-449 


-902-9892 


Sequence 


9892, Ap 


c 


21 


34 


. 6 


5 


8 


1758 


7 


us- 


11 


-217 


-529-1069 


Sequence 


1069, Ap 




22 


33 


5 


5 


2406 


7 


us- 


11 


-266 


-748A-26169 


Sequence 


26169, A 


c 


23 


32 


.6 


5 


4 


2988 


7 


us- 


11 


-293 


-697-584 


Sequence 


584, App 




24 


32 


5 


3 


2556 


7 


us- 


11 


-217 


-529-496 


Sequence 


496, App 




25 


31 


.8 


5 


3 


906 


6 


us- 


10 


-449 


-902-13898 


Sequence 


13898, A 




26 


31 


.6 


5 


3 


538 


7 


us- 


11 


-266 


-748A-274175 


Sequence 


274175, 


c 


27 


31 


.6 


5 


3 


538 


7 


us- 


11 


-266 


-748A-334692 


Sequence 


334692, 




28 


30 


.6 


5 


1 


755217 


7 


us- 


11 


-266 


-748A-29045 


Sequence 


29045, A 




29 


30 


.4 


5 


1 


2979 


6 


us- 


10 


-449 


-902-18549 


Sequence 


18549, A 


c 


30 


30 


. 4 


5 


1 


294540 


7 


us- 


11 


-266 


-748A-23953 


Sequence 


23953, A 




31 


30 


.2 


5 


0 


643 


7 


us- 


11 


-266 


-748A-13999 


Sequence 


13999, A 


c 


32 


30 


.2 


5 


0 


1014 


7 


us- 


11 


-217 


-529-81874 


Sequence 


81874, A 




33 


30 


.2 


5 


0 


1139 


7 


us- 


11 


-266 


-748A-262527 


Sequence 


262527, 


c 


34 


30 


.2 


5 


0 


1139 


7 


us- 


11 


-266 


-748A-323044 


Sequence 


323044, 




35 


30 


.2 


5 


0 


1276 


7 


us- 


11 


-266 


-748A-348273 


Sequence 


348273, 




36 


30 


.2 


5 


0 


1276 


7 


us- 


11 


-266 


-748A-381717 


Sequence 


381717, 


c 


37 


30 


.2 


5 


0 


1276 


7 


us- 


11 


-266 


-748A-431652 


Sequence 


431652, 




38 


30 


.2 


5. 


0 


1663 


7 


us- 


11 


-266 


-748A-85235 


Sequence 


85235, A 


c 


39 


30 


.2 


5. 


0 


1663 


7 


us- 


11 


-266 


-748A-138046 


Sequence 


138046, 




40 


30 


.2 


5. 


0 


1857 


6 


us- 


10 


-449 


-902-3474 


Sequence 


3474, Ap 


c 


41 


30 


.2 


5. 


0 


2603 


7 


us- 


11 


-266 


-748A-355218 


Sequence 


355218, 


c 


42 


30 


.2 


5. 


0 


2603 


7 


us- 


11 


-266 


-748A-385209 


Sequence 


385209, 




43 


30 


. 2 


5. 


0 


2603 


7 


us- 


11 


-266 


-748A-438597 


Sequence 


438597, 




44 


30 


5. 


0 


718 


7 


us- 


11- 


-266 


-748A-297697 


Sequence 


297697, 




45 


30 


5. 


0 


4242 


7 


us- 


11- 


-217 


-529-6100 


Sequence 


6100, Ap 



ALIGNMENTS 



RESULT 1 

US-10-449-902-7359 

; Sequence 7359, Application US/10449902 
; Publication No. US20060123505A1 
; GENERAL INFORMATION: 

; APPLICANT: National Institute of Agrobiological Sciences. 

; APPLICANT: Bio-oriented Technology Research Advancement Institution. 

; APPLICANT: The Institute of Physical and Chemical Research. 

APPLICANT: Foundation for Advancement of International Science. 
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SCORE Search Results Details for Application 
10615005 and Search Result us-10-615-005- 

ll.rst. 



Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 10615005 and Search Result us-10- 

615-005-11. rst 

start 

Go Back to previous page 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence: 

Scoring table: 



Searched: 



June 29, 2006, 08:09:33 ; Search time 3868.17 Seconds 

(without alignments) 
8673.762 Million cell updates/sec 

US-10-615-005-11 
600 

1 ttggaggctgggctcatata tcctaggccacaagatctca 600 

I DENT I T Y__NUC 

Gapop 10.0 , Gapext 1.0 

48236798 seqs, 27959665780 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



96473.596 



Database 



EST: * 



1 




gb_estl : * 


2 




gb_est3 : * 


3 




gb__est4 : * 


4 




gb_est5 : * 


5 




gb_est6 : * 


6 




gb_htc : * 


7 




gb_est2 : * 


8 




gb_est7 : * 


9 




gb_est8 : * 


10: 


gb_est9 : * 


11: 


gb_gssl : * 


12 : 


gb_gss2 : * 


13: 


gb_gss3 : * 


14: 


gb_gss4 : * 



Pred. No. is the number of results predicted by chance to have a 
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score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 



c 


1 
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O D . 


o 
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Q 0 Q 

y z y 
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1 Z 


priQ 9*31 74 


npQ O *3 1 O A 
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C nVHT? Q A rpTj 

0U1 uny U 1 li 




a 

z 


508. 


8 


Q A 

84 , 


Q 
. O 


y zz 


1 0 
1 3 


UZiDlZbDl 


CZblzbbl 


(jMWz- bbbl 




3 


449. 


2 


"7 A 

/4 , 


A 

. y 


Q A Q 

y uy 


1 3 


P7C1 ylOl "3 
14 / 13 


LZbl4 / 13 


bMWz- /8r z 


c 


A 

4 


395 


c c 
bb . 


Q 
. O 


Q O C 

y Z D 


13 


v_4bz by 14 


/"""7COCQ1 ^ 

CZbzby 14 


GMWZ - y UH1 


c 


0 


391. 


6 


c r 

DO , 


O 
. J 


Q A 

84 b 


1 A 
J. ft 


UUD4 b /ZD 


UUD4 b / z D 


¥ . s "I 1 O Q r> 

grnpi-i3oa 


c 


c 
D 


366. 


8 


C 1 

Dl , 


. 1 


y 33 


13 




r>rt C A CO CO 

LZbUbz D3 


LjMWZ-lbL.1 


c 


•n 
1 


345 


C O 


, b 


Q O 1 

y zi 


13 


v_ZoU / bol 


CZbU / b81 


GMWz-3y 11 




Q 
8 


338. 


6 


c c 

DO , 


A 

, 4 


C Q "3 

bo3 


14 


LK3 iy z 34 


-J 1 A O O /I 

CR3iyz34 


mtei-44D4 




Q 

y 


333. 


6 


c c 


c 
. D 


q n o 
8U3 


1 o 

lz 


b bb44 


Lv^y bbb44 


"KA'D'C'O'NTO C«T»T7 




1 n 
1U 


331. 


6 


c c 

bb , 


3 


/ / 8 


1 /I 
14 


n~D "3 a 1 C3 
LK3UDlb3 


r»"D 0 ft r 1 co 
LK3Ubl b3 


mcei-z bol 


c 


11 


331. 


4 


c c 

bb , 


A 
. Z 


o i q 
919 


13 


P7t:nn3i n 
L^bUU3 1U 


/"*tr7CAAO*1 A 

CZbUU3 1U 


GMWZ-bDz4 


c 


*i o 
lz 


330. 


6 


c c 

bb . 


. 1 


DZ 3 


14 


r\"CO "3 Q Q "3 O 

ubz 3 yy 3z 


t->t-> A O O Q O O 

DJiz3 y y 3z 


Tri folium 




1 o 
1 J 


328. 


6 


c / 

b4 , 


o 

. 8 


o o o 
oz 8 


lz 


LCjoz Ul by 


CCj8zU1 by 


bOY liBz 4 1 H 




1 A 

14 


324. 


2 


C A 

b4 , 


a 

. U 


r n A 

o / U 


1 o 

lz 


CLUUU3 y / 


r*r* A A A o o o 


pPGPseq-4 


c 


lb 
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bo . 
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O O /I 
/ /4 
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DUlz U4y z 


T"\l"M O A A Q O 
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VD«.U1 AO T1 
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bo , 
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ft-) 1 
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1 / 
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OZ 0 
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c 


18 
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. 6 


714 
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BZUz 1183 


_ _ "U A 1 «-A 1 
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c 


19 
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4 
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CTUiy Uz8 
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T-> T T ii A 1 C O C 
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T3TJ C O C 

BH4Z lb / b 
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BOHEXzzTF 
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r 
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69 / 
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1 OOi^iAO 
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c 
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ZZ 


315. 


2 


C O 

bz , 


. b 


TOO 
/Z / 
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c 


o c 
ZD 
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o c c 
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VT3-wTJ 1 A O /I TT 1 
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O O 
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. Z 
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omn 1 C O A O 
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zy 
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C 1 
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o 
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12 
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O C 1 "~l A C 

CCy bl / 4b 


BOICLi3 bTR 


c 
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3 U 


311 


C 1 
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o 

, 8 


by b 


11 


nun C O O A c 

BHy bzz Ub 


ouo c 0 0 n c 
BHy bzz Ub 


ocin /8ruy . 


c 




310. 


4 


c 1 

bl . 


. / 


/by 


11 


BH655348 


ntjc C CO /I Q 

BH b b b 3 4 8 


BUM£iJjb8 1 R 


c 


O O 


310. 


4 


C 1 

bl , 


-i 

, 1 


O O /I 

834 


11 


•OUT A "3 C O >1 "3 
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niTjl "3 C O ii "3 
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BOHAU1 y I r 


c 


33 


310. 


4 


51. 


,1 
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11 


BZ456544 
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34 


309. 


2 


51. 


.5 


807 


11 


BZ484101 


BZ484101 


BONEZ50TR 


c 


35 


308. 


8 


51. 


,5 


712 


11 


BZ022306 


BZ022306 


oeg94h08 . 


c 


36 


308. 


8 


51. 


.5 


734 


11 


BZ509680 


BZ509680 


BOMQV36TR 




37 


308. 


8 


51. 


,5 


762 


11 


BH497441 


BH497441 


BOHBD63TR 




38 


308. 


8 


51. 


,5 
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13 
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JBnY02 6El 


c 


39 


307. 


6 


51. 


.3 
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11 


BH448511 
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c 


40 


307. 
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51. 


.2 
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43 


307. 
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51. 


2 
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14 
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411599 To 




44 
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6 
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.1 
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13 
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BZ433352 
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6 


50. 


9 


834 


11 


BZ433352 


BONNE 9 2 TF 



ALIGNMENTS 



RESULT 1 
CG823174/C 

LOCUS CG823174 929 bp DNA linear GSS 18-NOV-2003 
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SCORE Search Results Details for Application 
10615005 and Search Result us-10-615-005- 
15-rge. 

Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 10615005 and Search Result us-10- 

615-005-15. rge. 

start 

Go Back to previous page 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: June 29, 2006, 07:33:17 ; Search time 1233.34 Seconds 

(without alignments) 
9955.034 Million cell updates/sec 

Title: US-10-615-005-15 
Perfect score: 192 

Sequence: 1 tttgaactaatgtgtgatgc tcaggtcatacttgataggg 192 



Scoring table: I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 

Searched: 6366136 seqs, 31973710525 residues 



Total number of hits satisfying chosen parameters: 12732272 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



Database : GenEmbl : * 



1 




gb_env : 


* 


2 




gb__pat : 




3 




gb_ph : * 




4 




gb__pl : * 




5 




gb__pr : * 




6 




gb_ro : * 




7 




gb_sts : 


* 


8 




gb_sy : * 




9 




gb_un : * 




10 


gb_vi : 


* 


11 


gb_ov : 


* 


12 


gb_htg 


: * 


13 


gb_in : 


* 


14 


gb_om : 


* 


15 


gb__ba : 


* 
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Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 
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Match Length 


UB 


ID 
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AK//yzui bequence 


1U 


1 ft? 


A 


95 


.0 


8573 


A 

4 


Ar 1 ob 1o4 


Ariobio4 ciycine in 


1 1 


1 77 
X / / , 


, D 


92 


.5 


12571 


9 
Z 


AKZb4ooO 


A T3 9 ^ /I 9 Q C Cam i on /*i a 

AKZb4job bequence 


1 9 
lz 


1 77 

X / / . 


C 
, 0 


92 


.5 


12571 


9 
Z 


AK4y 4 ob U 


AK4y4obu bequence 


1 9 


1 77 

Lit, 


C 
. 0 


92 


.5 


12571 


9 
Z 


ft "D 9 9 G 9 fi fi 

AK / / y z u u 


ak / /yzuu bequence 


1 A 


1 77 
If/, 


. 0 


92 


.5 


12886 


A 

4 


7VC1 Q C\ 0*3 

Ar lobloo 


Ariobioj uiycine m 


1 0 


1 71 


9 
. z 


89 


.2 


9829 


9 
Z 


AKZb4 jo4 


AKZb4Jo4 bequence 


lb 


171 
X / X , 


. z 


89 


.2 


9829 


9 
z 


AK4y 4oby 


AK4y4oi>y bequence 


1 / 


1 71 

X / X . 


9 
. Z 


89 


.2 


9829 


z 


ak / /y iy y 


ADT7Q 1 QQ Ca/tiianoa 

ak / /i7Xi7i7 bequence 


1 Q 

lo 


1 71 

X / X , 


9 
. Z 


89 


.2 


10128 


4 


ATT1 QC1 Q9 

Ar lob loZ 


ATTl Q C 1 Q9 pi 1 T r* 1 no m 

AriobXoz cxycine in 


iy 


1 9R 
XZ O , 


/l 
. <± 


65 


.3 


121681 


lz 


API 

AC lb / / O D 


ACib / /oD biycine m 


9 (\ 

z U 


1 9R 
X Z D , 


. f± 


65. 


.3 


147462 


lz 


a pi n a a in 
AC 1 / 44 j / 


*p1 9/1/1 99 rp Q y a^y.. . p 

AC1/44J/ leramnus 


9 1 

Z 1 


1 9** 
X Z J , 


Q 
. O 


64 


.5 


86045 


1Z 


A "OH A9 Q T 9 

AFUU /oi J 


afuu/oXj JjOuus cor 


9 9 

zz 


1 97 
XZ J . 


O 

. 0 


64 


.5 


92281 


4 


AFUU4 By b 


AFUU4oyb Liocus cor 


9 1 
Z J 


1 97 


Q 
. O 


64 


.5 


155108 


1 9 
lz 


AFUU / DZo 


AFUU /DZO JjOUUS CO! 


9 / 

Z4 


1 99 
XZZ < 


9 
. Z 


63 


.6 


84894 


1Z 


AFUU / DbZ 


AFUU/D9Z LiOuUS COi 


J b 


lift 
X X o < 


A 

. *± 


61 


.7 


79604 


1 9 
1Z 


AC 1 b b y 1 1 


AP1 CCQ1 1 pi , - J na t- 

ACibbyii ciycine c 


z b 


115. 


. 8 


60 


.3 


76165 


1 9 
1Z 


AFUU / D 1 U 


a da m 1 1 pv t n f ..n ~ „ 
AFUU/Diu IjOl-us cor 


z / 


115. 


, 8 


60 


.3 


112406 


A 

4 


AFUUz U b z 


afuuz ubz Araoiaops 


o o 
z o 


115. 


.8 


60 


.3 


125328 


1 o 
1Z 


AFUU / y 4 1 


AFUU/y41 LiOUUS CO! 


zy 


115. 


. 8 


60 


.3 


125364 


1Z 


AOl 

AC 1 / 0 U 0 / 


aci/duo/ ciycine c 


J U 


115. 


.4 


60 


.1 


173646 


1 9 
1Z 


ac 1 / z z y y 


AP1999QQ p T y. s ff> 

ACi/zzyy biycme m 


J 1 


114. 


.2 


59 


.5 


192 


9 

z 


AT>9 Cyl 1QQ 

AKZ b4 J y 0 


7v n T (T /I 9QQ C?q ^-n i an /~< a 

AKZb4jyo bequence 


9 9 

Jz 


11*4. 


.2 


59 


.5 


192 


z 


AK4y4o / J 


AK4y4o/o bequence 




114. 


.2 


59 


. 5 


192 


9 
Z 


AP77Q91 9 
AK / /7Z1 J 


A "D 9 9 Q 9 1 9 O a /"n i an p a 

ak / /J61J oequence 


34 


114. 


.2 


59 


. 5 


10482 


2 


AR264388 


AR264388 Sequence 


35 


114, 


.2 


59 


.5 


10482 


2 


AR494863 


AR494863 Sequence 


36 


114, 


.2 


59 


.5 


10482 


2 


AR779203 


AR779203 Sequence 


37 


114. 


.2 


59 


.5 


10510 


4 


AF186186 


AF186186 Glycine m 


38 


114. 


.2 


59 


.5 


186482 


12 


AC172298 


AC172298 Glycine m 


39 


112. 


, 6 


58 


. 6 


9139 


2 


AR264387 


AR264387 Sequence 


40 


112. 


, 6 


58 


.6 


9139 


2 


AR494862 


AR494862 Sequence 


41 


112. 


, 6 


58 


.6 


9139 


2 


AR779202 


AR779202 Sequence 


42 


112. 


.6 


58 


.6 


13637 


4 


AF186185 


AF186185 Glycine n\ 


43 


112. 


. 6 


58 


. 6 


51248 


4 


AB046437 


AB046437 Arabidops 


44 


112 . 


. 6 


58 


. 6 


94342 


4 


ATF4M19 


AL3 56013 Arabidops 


45 


112. 


. 6 


58 


.6 


97397 


4 


AB073156 


AB073156 Arabidops 



ALIGNMENTS 



RESULT 1 
AR264382 
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GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence : 

Scoring table: 



Searched: 



June 29, 2006, 07:26:47 ; Search time 156.316 Seconds 

(without alignments) 
8563.880 Million cell updates/sec 

US-10-615-005-15 
192 

1 tttgaactaatgtgtgatgc tcaggtcatacttgataggg 192 

I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 



5244920 seqs, 3486124231 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



10489840 



Database 



N_Geneseq_8 : * 



1 
2 
3 
4 
5 
6 
7 
8 
9 

10 
11 
12 
13 
14 
15 



geneseqnl980s : * 
geneseqnl99 0s : * 
gene seqn2 000s : * 
geneseqn2001as : * 
geneseqn2001bs : * 
geneseqn2002as : * 
geneseqn2002bs : * 
geneseqn2003as : * 
geneseqn2003bs : * 
geneseqn2003cs : * 
geneseqn2003ds : * 
geneseqn2 004as : * 
geneseqn2004bs : * 
geneseqn2005s : * 
geneseqn2006s : * 



http://es/ScoreAccessW 8/17/2006 



SCORE Search Results Details for Application 10615005 and Search Result us-10-615-0... Page 2 of 21 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 





NO . 


Score 


Match 


Length 


Tin 


XJJ 


Description 




1 


1 Q 9 

iy z 


100 


.0 


1 Q 9 

xy z 


-3 


AAZOOZ bU 


AazjDzbU Fianc rec 




z 


1 Q 9 

xy z 


100 


.0 


1 9 9 QC 

xzzob 


j 


AAZi J DZbX 


AazjDZbx riant gen 




j 


1 Q 1 ) A 

loZ . 4 


95 


.0 


A C HQ 

4 buy 




Mi JOz / j 


Aazooz / j boyoean r 




A 

4 


1 99 c 

1 1 1 . 0 


92 


. 5 


X Z D / X 


•J 


AAZiJDZ / z 


Aaz j Dz/z boyoean r 




c 
D 


1 / 1 . z 


89 


.2 


Q Q O Q 

y ozy 




AAZ3DZ /X 


Aaz35271 Soybean r 




c 
D 


XX 4 . Z 


59 


.5 


1 Q9 

xy z 




aa^odz /y 


AazjDz/y boyoean r 




n 

1 


11/1 O 

XX4 . Z 


59 


.5 


lU4oz 




AAZiJbz / D 


AazJbz/b boyoean r 




Q 

o 


1 1 o c 
XXz . b 


58 


.6 


Q 1 "3 Q 

y x j y 


-3 


AAZi^DZ / 4 


Aazjoz/4 boyoean r 


c 


Q 

y 


xuy . 4 


57 


.0 


xuyy / j 


-3 


AAFzzzy 0 


Aatzzz9o BAC conta 




1 n 


XU / . Z 


55 


.8 


1 Q 1 

xy z 




MiiDZO / 


AazJbzb/ Fea retro 






i r\ a c 
XU4 . b 


54 


.5 


Q 1 C O A 

y Z Do4 


1 

3 


AAr z Z Z 0 0 


Aatzzzoo bal. conta 




1 0 


1 m 
XU J 


53 


.6 


1 ~2 Q "3 O 


XU 


at\toi cm 


ActjoXbUj Fiant ret 




1 9 

1 z> 




53 


.6 


i >i n r\ c 
X4 UU o 


1 n 
XU 


7\ T*4 TQ 1 C C\ A 

AD J 0 X 0 U 4 


ac13oXdU4 Fxant ret 




1 A 

14 


XU3 


53 


.6 


*7 Q 1 ""> O 

/y Xzz 




AArzzzy4 


Aaizzzy4 bac conta 




1 c 


XU X . 4 


52 


.8 


xy z 




AA^ODZb D 


Aaz3 52 65 Arabidops 




X D 


XU 1 . 4 


52 


.8 


1 9 Q 1 


1 n 
x u 


a"n tQ 1 ci c 
AUu olDlO 


AoijoXDXb Fxant rec 




1 9 
X / 


XU X . 4 


52 


.8 


J.JOOO 


1 0 
x u 


an tQ 1 cm 
AXJU 0 X D U X 


Au]oJijL)i riant rec 




1 C 
Xo 


1 n 1 a 
XUX . 4 


52 


.8 


1 "J Q Q A 

x j o y 4 


1 n 
X U 


A T\ TQ 1 / QQ 

ad j 0 x 4 y y 


Aajoi4yy Fiant ret 




iy 


1 m a 
XUX . 4 


52 


.8 


1 i o c a 

x ^y bb 


1 n 
X U 


AD J 0 X D U U 


AujoIduu riant rec 




9 fi 

Z u 


1 n 1 /i 
1U 1 . 4 


52 


.8 


1 /i m c 
X4 UX b 


1 n 
X U 


ADU olDUO 


A/1-! Q1 CnC ni »«f -v-a4- 

Aa]oi dud riant rec 




9 1 

Z X 


1 m /i 
XUX . 4 


52 


.8 


b44XD 




AAr Z Z Z / y 


A-ifOOOTQ DAP nnnf 3 

Aaizzz/y bal conca 




zz 


Q Q Q 

yy . o 


52 


.0 


i i *3 o n 
X,3 Jz U 


1 r\ 
X U 


at» tq 1 cm 
AD J 0 X D U z 


Au]o1dUz riant rec 


c 


Z J 


Q Q 9 

2 O . Z 


51 


.1 




j 


2iair999n^ 1 n 
AAr zz j u d J. u 


continuation \ii o 




Z 4 


y o . z 


51 


.1 


y 4 oy o 




AAr ZZ j> Uz 


Aatzzjuz bal. conca 


c 


Z D 


Q £ 

y d 


49 


. 5 


oy jy u 


"3 


AAr z Z Z 0 X 


Aaizzzoi bau conca 




Z D 


o c 
y d 


49 


.5 


Q9 9 Q n 


"3 
J 


aatt999Q"3 
AAr 


A=i-F999Q9 dap = 

AarzzzoJ bac conca 




9 *7 
Z / 


Q C 

y o 


49 


.5 


q m *3 a 


-a 
j 


AAr z z z 0 y 


Aaizzzoy bac- conca 




Z O 


Q C 

y d 


49 


.5 


1 1 ri n n n 
XXUUUU 


-3 


AAr Zz 3 U 9_Uy 


Continuation (10 o 




zy 


Q A C 

y 4 . b 


49 


.3 


1 1 f\C\C\C\ 

XXUUUU 


-3 


AAr Z Z 3 U b_U o 


Continuation (9 of 


c 






48 


.6 


c A A 1 c 
b44 X b 


-5 


AAFzzz / y 


Aaizzz /y bac conca 




9 1 
J X 


y u . z 


47 


.0 


ob oo4 




AAr 


Aatzzzyz bac conca 


c 


3z 


9 0 . z 


47 


.0 


Q /I O Q C 


3 


AAFzzjOz 


Aat zz 3 Oz BAC conta 




j j 


O O . 0 


46 


.1 


DTI TQ 
OZlJO 




AAr Z Z J U D X V 


continuation vn o 




34 


87.4 


45 


.5 


129021 


3 


AAF22296 


Aaf22296 BAC conta 




35 


86.2 


44 


.9 


163319 


3 


AAF22306 


Aaf22306 Arabidops 




36 


86 


44 


.8 


109973 


3 


AAF22298 


Aaf22298 BAC conta 


c 


37 


83 


43 


.2 


40349 


3 


AAF22278 


Aaf22278 BAC conta 


c 


38 


83 


43 


.2 


110000 


3 


AAF2 2303_0 


Aaf223 03 Arabidops 


c 


39 


78.4 


40 


.8 


103929 


3 


AAF22287 


Aaf22287 BAC conta 


c 


40 


78.4 


40 


.8 


134499 


3 


AAF22286 


Aaf22286 BAC conta 




41 


76.2 


39 


.7 


80450 


3 


AAF22295 


Aaf22295 BAC conta 


c 


' 42 


69.6 


36 


.2 


96988 


3 


AAF22290 


Aaf22290 BAC conta 




43 


51.8 


27 


.0 


4271 


4 


ABL04659 


Abl04659 Drosophil 




44 


51.8 


27 


.0 


6417 


6 


AAD41204 


Aad412 04 Human nuc 


c 


45 


51.8 


27 


.0 


6535 


4 


ABL04658 


Abl04658 Drosophil 



ALIGNMENTS 

RESULT 1 
AAZ35260 
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This page gives you Search Results detail for the Application 10615005 and Search Result us-10- 
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GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence: 

Scoring table: 



Searched: 



June 29, 2006, 08:22:58 



US-10-615-005-15 
192 

1 tttgaactaatgtgtgatgc . 



Search time 46.3025 Seconds 
(without alignments) 
7758.826 Million cell updates/sec 



. tcaggtcatacttgataggg 192 



I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 

1403666 seqs, 935554401 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



2807332 



Post-processing: 



Database 



Minimum Match 0% 
Maximum Match 100% 
Listing first 45 summaries 

Issued_Patents_NA: * 



1 
2 
3 
4 
5 
6 
7 
8 
9 

10 



/EMC_Celerra_SIDS3 /ptodata/2 / 
/EMC_Celerra_SIDS3 /ptodata/2/ 
/EMC_Celerra_SIDS3 /ptodata/2 / 
/EMC_Celerra_SIDS3 /ptodata/2/ 
/EMC_Celerra_SIDS3 /ptodata/2/ 
/EMC_Celerra_SIDS3 /ptodata/2 / 
/EMC_Celerra_SIDS3 /ptodata/2 / 
/EMC_Celerra_SIDS3 /ptodata/2/ 
/EMC_Celerra_SIDS3 /ptodata/2/ 
/EMC_Celerra_SIDS3 /ptodata/2 



ina/l_COMB. seq: * 
ina/5_C0MB. seq: * 
ina/6A_COMB. seq: * 
ina/6B_COMB. seq: * 
ina/7_C0MB. seq: * 
ina/H_COMB. seq: * 
ina/PCTUS_COMB. seq: * 
ina/PP_COMB. seq: * 
ina/RE_COMB . seq : * 
/ina/backf ilesl . seq: * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 
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% 

Result Query 



JNO . 


Score 


Match 


Length DB 




Description 




X 


1 Q9 

xy z 


100 


.0 


192 


3 


TTC-nQ-799-A0ft _1 t; 

uo uy «5zz f* / o ij 


Sequence 


15, 




z 


X y Z 


100 


.0 


192 


3 


ttc nQ RQfi_infin_i^ 

Ub UJ DoD 1UOU 1 J 


Sequence 


15, 






j. y z 


100 


.0 


192 


3 


ttc in oqq — fton_iR 
uo x u /yy o / u x o 


Sequence 


15, 


Appl 


A 

4 


i y z 


100 


. 0 


12286 


3 


TTC no 700— AOQ— 10 

uo uy~jzz 4 / o ~ x / 


Sequence 


17, 


Appl 


D 


1 QO 

xy z 


100 


.0 


12286 


3 , 


nc-nQ-^ftfi-i nAn.1 o 

Uo Uy DOO XUOJJ X / 


Sequence 


17, 


Appl 


b 


1 Q 9 

iy z 


100 


.0 


12286 


3 


ttc_i n_ooQ-fton_i o 
u o J. u - / y y - o / u x / 


Sequence 


17, 


AppX 


1 


1 ft9 4. 
XOZ . ft 


95 


.0 


4609 


3 


ttc - no - 7 09 - 40 ft - 9 1 
uouyjzzfi / o zj. 


Sequence 


21, 


"PP 1 


Q 

o 


1 Q 9 A 

xoz . 4 


95 


.0 


4609 


3 


TTc_no_t;R£-i nfin- o 1 


Sequence 


21, 


Appl 


Q 

y 


1 ft9 4 
X O Z . 4 


95 


.0 


4609 


3 


TTC-1 n-0QQ-ft0n-91 
UO -LU / y :7 ~ £5 / U Z J. 


Sequence 


21, 


Appl 


1 n 


1 o o fi 
X / / . o 


92 


.5 


12571 


3 


TTc_nQ_799_49ft — on 
Uo uy — jzz ft / o zu 


Sequence 


20, 


Appl 


1 1 
1 X 


X 1 I . o 


92 


.5 


12571 


3 


nc-nQ-^ftfi-i n fin- on 


Sequence 


20, 


Appl 


XZ 


1 / / . o 


92 


.5 


12571 


3 


ttc-1 n-OQQ-fton-on 
Uo iu / y y - o / u — z u 


Sequence 


20, 


Appl 


1 7 
XO 


x / x . z 


89 


.2 


9829 


3 


TTC nQ 700 — 40Q 1 Q 

uo uy jzz 4 / o x y 


Sequence 


19, 


Appl 


X4 


1 O 1 O 
X / X . Z 


89 


.2 


9829 


3 


ttc no t;Q fi - 1 n fin- 1 q 
uo-uy-Doo-x udU" xy 


Sequence 


19, 


Appl 


ID 


1 O 1 0 
1 / 1 . Z 


89 


.2 


9829 


3 


ttc - i n-OQQ_fton_i q 
uo x u /yy-o / u — xy 


Sequence 


19, 


Appl 


1 fi 
1 0 


114 0 
lift . z 


59 


.5 


192 


3 


TTC - nQ -7 9 O-dOft-77 


Sequence 


33, 


Appl 


J. / 


114 O 
XX4 . z 


59 


.5 


192 


3 


TTC-nQ - ^ftfi-1 n fin- 7 7 


Sequence 


33, 


Appl 


1 O 


114 O 
XX4 . Z 


59 


.5 


192 


3 


TTC-1 n-OQQ_fton_oo 


Sequence 


33, 


Appl 


1 Q 

i y 


114 0 
XX4 . Z 


59 


.5 


10482 


3 


TTC_nQ_700_AOft— 07 

Uo uy jzz ft / o zj 


Sequence 


23, 


Appl 


o n 
z u 


114 0 


59 


.5 


10482 


3 


TTc-nQ-^ftfi-1 n fin- 9 7 

Uo Uy DoO -LUOU Zj 


Sequence 


23, 


Appl 


O 1 
ZX 


11/1 0 
1X4 . Z 


59 


.5 


10482 


3 


TTC in oqq Qon 07 
Uo iu /yy-o / u zj 


Sequence 


23, 


Appl 


zz 


119 fi 


58 


.6 


9139 


3 


TTC-nQ-700-40ft — 00 

Uo uy ozz - *± /o zz 


Sequence 


22, 


Appl 


0 7 
Z J 


110 fi 
.LIZ . 0 


58 


.6 


9139 


3 


TTc-nQ-RRfi-i n fin_ o o 

Uo Uy DOD J.UOJJ ZZ 


Sequence 


22, 


Appl 


O A 

Z4 


110 fi 
XXZ . 0 


58 


.6 


9139 


3 


ttc in oqq — fton_ oo 
u o ± u /yy-o / u - zz 


Sequence 


22, 


Appl 


o 

Z D 


1 no 4 
xuy . 4 


57 


.0 


109974 


4 


ttc- no — Rii _ 1 on — on4 
uouy — djj. — j.zuzuft 


Sequence 


204, 


App 


o fi 

Z D 


1 no o 
x u / . z 


55 


.8 


192 


3 


ttc - no _7 o 0_4oft — 7n 

Uo Uy «3ZZ ft / o JU 


Sequence 


30, 


Appl 


Z / 


1 no o 
x u / . z 


55 


.8 


192 


3 


ttc— nQ — Rftfi — 1 n fin- 7 n 


Sequence 


30, 


Appl 


Zo 


1 no o 
xu / . Z 


55 


.8 


192 


3 


ttc - 1 n-OQQ-fton_7n 


Sequence 


30, 


Appl 


0 Q 

z y 


1 C\A fi 
XU4 . 0 


54 


.5 


92584 


4 


TTC~nQ- ^71 -1 on~i Q4 
uouyoj±-Lzu-L.yf± 


Sequence 


194, 


App 


7 n 


1 ni 
IUj 


53 


. 6 


79122 


4 


ttc no Rii ion onn 


Sequence 


200, 


App 




1 m /i 

X U X . 4 


52 


.8 


192 


3 


TTC nQ 700-4Oft-0ft 

u o u y o z z — / o z o 


Sequence 


28, 


Appl 


oZ 


1 m 4 

1U1 . 4 


52 


.8 


192 


3 


ttc nQ - t^ft fi - 1 n fin_ o r 

UoUyDOQlUDUZO 


Sequence 


28, 


Appl 




1 n 1 a 
XUX . 4 


52 


.8 


192 


3 


ttc in oqq Qon oq 
Uo i u /yy-o / u-zo 


Sequence 


28, 


Appl 


7 A 
J4 


i m 4 


52 


.8 


64415 


4 


TTc_nQ-c;7i -1 on-1 ftc; 


Sequence 


185, 


App 


J D 


Q Q 9 

y o . z 


51 


.1 


94905 


4 


TTc_nQ_c;7i _i on_on« 

UoUyDJXXZUZUo 


Sequence 


208, 


App 


7 fi 


Q ft 0 

y o . z 


51 


.1 


1082144 


4 


TTC~nQ-R71 -1 on-91 1 

UO"U3~ jjl'lZU Zll 


Sequence 211, Apj; 


7 O 


Q K 

y o 


49 


.5 


59590 


4 


TTC-nQ-R71 -1 9n-1 fiO 
Uo^uyDjXXZUXO / 


Sequence 


187, 


App 


7 ft 




49 


. 5 


83391 


4 


TTC-nQ-^71 -1 9n-1 ftQ 


Sequence 


189, 


App 


39 


95 


49 


.5 


90336 


4 


US-09-531-120-195 


Sequence 


195, 


App 


40 


95 


49 


. 5 


1082144 


4 


US-09-531-120-211 


Sequence 211, Apr: 


41 


93.4 


48 


. 6 


64415 


4 


US-09-531-120-185 


Sequence 


185, 


App 


42 


90.2 


47 


.0 


86585 


4 


US-09-531-120-198 


Sequence 


198, 


App 


43 


90.2 


47 


.0 


94905 


4 


US-09-531-120-208 


Sequence 


208, 


App 


44 


87.4 


45 


.5 


129021 


4 


US-09-531-120-202 


Sequence 


202, 


App 


45 


86.2 


. 44 


.9 


163317 


4 


US-09-531-120-212 


Sequence 


212, 


App 



ALIGNMENTS 



RESULT 1 

US-09-322-478-15 

; Sequence 15, Application US/09322478 

; Patent No. 6331662 

; GENERAL INFORMATION: 

; APPLICANT: Wright, David A. 

; APPLICANT: Voytas, Daniel F. 
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SCORE Search Results Details for Application 
10615005 and Search Result us-10-615-005- 
15,rnpbm, 

Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 10615005 and Search Result us-10- 

615-005-15. rnpbm. 

start 

Go Back to previous page 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: June 29, 2006, 08:36:14 ; Search time 344.199 Seconds 

(without alignments) 
6854.257 Million cell updates/sec 

Title: US-10-615-005-15 
Perfect score: 192 

Sequence: 1 tttgaactaatgtgtgatgc tcaggtcatacttgataggg 192 



Scoring table: I DENT I T Y__NUC 

Gapop 10.0 , Gapext 1 . 0 



Searched: 18892170 seqs, 6143817638 residues 

Total number of hits satisfying chosen parameters: 37784340 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



Database : Published_Applications_NA_jyiain : * 

1: /EMC_Celerra_SIDS3/ptodata/2/pubpna/US07_PUBCOMB.seq: * 

2 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US08_PUBC0MB.seq: * 

3 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US09A_PUBCOMB. seq: * 

4 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US09B_PUBCOMB. seq: * 

5 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US09C_PUBCOMB. seq: * 

6 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US10A_PUBCOMB. seq: * 

7 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US10B_PUBCOMB. seq: * 

8 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US10C_PUBCOMB. seq: * 

9 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US10D_PUBCOMB. seq: * 

10: /EMC_Celerra_SIDS3/ptodata/2/pubpna/US10E_PUBCOMB.seq: * 

11 : /EMC__Celerra_SIDS3/ptodata/2/pubpna/US10F_PUBCOMB. seq: * 

12 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US10G_PUBCOMB. seq: * 

13 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/USllA_PUBC0MB. seq: * 

14: /EMC_Celerra_SIDS3/ptodata/2/pubpna/USllB_PUBC0MB.seq: * 

15: / EMC_Ce 1 er r a_S IDS3/ptodata/2/ pubpna / U S 1 1 C_PUBC OMB .seq:* 

16 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/USllD_PUBC0MB. seq: * 
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Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 



No . 


Score 


Match 


T i^ncrt" Vi 
i-ici ly lii 


DB 


ID 


Description 




1 


192 


100. 


,0 


192 


3 


nq- 09 -965-553-15 


Sequence 


15, 


Ann! 


0 


192 


100. 


,0 


1 Q 9 

Xy £t 


R 
o 


ttc_i n-fii s-oor-1 s 

UO X U Ol J U U J X 


Sequence 


15, 




J 


192 


100. 


.0 


1 99 

X Z? 


p 
o 


TT9-1 n-19S-607-lS 

w O X U ~J -7 — ' \J \J 1 -i- —/ 


Sequence 


15, 


Ann 1 

ft.JJJJX 


4 


192 


100. 


,0 


1 99 

X y 


p 
o 


tto_ 1 n_7q9-R70-1 R 
w o xu t y y o i \j -i — i 


Sequence 


15, 


Ann 1 

ttJJJJX 


J 


192 


100. 


,0 


1 99Rfi 


-* 

J 


TJ^-09-9fiS-SS^-17 


Sequence 


17, 


Ann 1 


f. 
D 


192 


100. 


.0 


1 99Rfi 


P 

o 


UO XL/ Ol J \J\J-J X r 


Sequence 


17, 


Ann 1 


7 

/ 


192 


100. 


,0 


1 99Rfi 


R 
o 


ttc_i n-^9S-fi07-17 
l/o xvj j y j f x/ 


Sequence 


17, 


Ann 1 


Q 

o 


192 


100, 


,0 


1 99Rfi 


p 
o 


nq_l n-799-R7D-1 7 
uo xu i y y o/u x/ 


Sequence 


17, 


Appl 


q 
y 


1 89 


A 
, *± 


95. 


,0 


f± D u y 




nq_D9-9 fi^-R^"^ - 91 

U5 WJ? JO J JJJ 61 


Sequence 


21, 


Appl 


1 0 
J. u 


1 R9 

X O Z , 


A 
. ft 


95, 


,0 


f± o u y 


p 
o 


[tc_i n_fii R_nn^-9i 


Sequence 


21, 


Appl 


1 1 

X X 


1 R9 
X 0 z , 


A 


95. 


,0 


4G09 
*± o u j 


p 

o 


nc;-1 0-^9^-607-91 

L/O XU J J J OU / Z. X 


Sequence 


21, 


Appl 


1 9 
X c» 


1 R9 
X o z, , 


A 


95. 


,0 


A 609 
*± \j \j y 


p 

o 


tto_i n-799-R7n-91 
\j o xl/ i y y o/w ^ i 


Sequence 


21, 


Appl 


X J 


1 77 

x / / . 


, D 


92, 


, 5 


1 9 R7 1 

X Ct J / X 


~l 
J 


TTq_f)9-9fiR - -9D 


Sequence 


20, 


Appl 


1 4 

X *i 


1 77 
x / / . 


C. 
. 0 


92. 


, 5 


1 9R71 

X £i J / X 


p 

o 


nq-1 D-fil ^-00^-90 

WO XL/ U J — > \J\JJ £i\J 


Sequence 


20, 


Appl 


X J 


1 77 
x / / , 


. D 


92, 


.5 


1 9R71 

X Z. J / X 


p 
o 


ttC-1 D-^9R-fin7-9n 


Sequence 


20, 


Appl 


1 fi 


1 77 

x / / . 




92. 


.5 


1 9 S71 

X £t J / X 


p 

o 


ttc_i n_799-R7n-9n 
uo xu i y y o/u z. w 


Sequence 


20, 


Appl 


1 7 


1 71 
x / x . 




89. 


2 


9 R9 9 
y o & y 


■} 

J 


ttc_ nq _Qfic: _cc-3 _n q 

UO ^ U J J J J XJ 


Sequence 


19, 


Appl 


1 R 


171. 


.2 


89, 


,2 


9 R9 9 


Q 

o 


UO XL/ DlJ UUJ X -7 


Sequence 


19, 


Appl 


1 9 


171, 


.2 


89, 


.2 


9R99 

-7 O Z, -7 


p 

o 


ttc„i 0-^9^-607-1 9 

XL/ J J J L»L// X_7 


Sequence 


19, 


Appl 


9 n 

u 


171, 


.2 


89. 


.2 


9 R9 9 
-7 o y 


p 
o 


tto_i 0-799-R70-19 
u o xl/ t y y o/L/ x^ 


Sequence 


19, 


Appl 


9 1 

X 


122. 


.2 


63, 


.6 


41 


R 


0-494-^99-1^7070 
l/o iu *±6*± ~j y y d. *j 1 \j f \j 


Sequence 


137070, 




114. 


,2 


59. 


.5 


199 
j. 


J 


TTq„09-9 6S-SSl-l^ 


Sequence 


33, 


Appl 


23 


114. 


.2 


59, 


,5 


192 


8 


US- 10- 61 5 -005 -33 

L/O 1 V U -L J L> V/ -J J J 


Sequence 


33, 


Appl 


94 


114. 


,2 


59. 


,5 


1 99 

X _7 Z. 


R 
o 


TTq_iO-19R-fi07-^"^ 
u o xl/ .j y j \j \j i j j 


Sequence 


33, 


Appl 


9 5 

£i J 


114. 


.2 


59 , 


.5 


192 


g 


TJCJ-l 0-799 - R70-"^l 
u o xl/ / y y o/L* j j 


Sequence 


33, 


Appl 


9 fi 


114, 


.2 


59. 


, 5 


1 04R9 




TT^-09-9fi R-SR"^ - 9^ 


Sequence 


23, 


Appl 


97 


114. 


.2 


59. 


,5 


1 04R9 


p 

o 


TTCl-1 0-fi1 R-00R-9^ 
uo xu u x j yuj z. j 


Sequence 


23, 


Appl 


9 R 


114. 


.2 


59, 


.5 


1 04R9 

X U *x O ^ 


R 
o 


119-1 0-^9S-fi07-9^ 

UO XU J J J UU/ 4iJ 


Sequence 


23, 


Appl 


9 9 

£t -7 


114. 


.2 


59. 


.5 


1 04R9 

X U *i O Z 


P 
o 


TTCI-I 0-799-R70-9^ 
uo xu i y y o/u 


Sequence 


23, 


Appl 


o 

j u 


112. 


.6 


58, 


.6 


9119 
j i j ? 


-i 
j 


Tjq_ 09 - 9fiS-SR"}-99 

UO UJ J U J JJJ z> 


Sequence 


22, 


Appl 




112. 


.6 


58. 


,6 


91 19 

-7 X J _7 


p 
o 


TTd-1 0-fi1 R-00R-99 
uo xu dij uuj z; z, 


'Sequence 


22, 


Appl 


"*9 
j ^ 


112, 


.6 


58. 


.6 


91 19 

-7 X J J7 


R 
o 


TTCl-1 0-^9R-fi07-99 

UO XU JJJ DU / £ £ 


Sequence 


22, 


Appl 


33 


112. 


, 6 


58. 


.6 


9139 


8 


US-10-799-870-22 


Sequence 


22, 


Appl 


c 34 


109. 


.4 


57. 


.0 


109974 


15 


US-11-117-187-204 


Sequence 2 04, App 


35 


107. 


.2 


55. 


,8 


192 


3 


US-09-965-553-30 


Sequence 


30, 


Appl 


36 


107. 


.2 


55. 


,8 


192 


8 


US-10-615-005-30 


Sequence 


30, 


Appl 


37 


107. 


.2 


55. 


,8 


192 


8 


US-10-395-607-30 


Sequence 


30, 


Appl 


38 


107. 


.2 


55. 


,8 


192 


8 


US-10-799-870-30 


Sequence 


30, 


Appl 


39 


104. 


. 6 


54. 


. 5 


3396 


8 


US-10-437-963-82253 


Sequence 


82253, A 


40 


104. 


. 6 


54 , 


, 5 


92584 


15 


US-11-117-187-194 


Sequence 194, App 


41 


103 


53, 


,6 


2922 


8 


US-10-437-963-5583 


Sequence 


5583, Ap 


42 


103 


53. 


,6 


3111 


8 


US-10-437-963-23928 


Sequence 


23928, A 


43 


103 


53, 


.6 


3282 


8 


US-10-437-963-19250 


Sequence 


19250, A 


44 


103 


53, 


.6 


3519 


8 


US-10-437-963-19176 


Sequence 


19176, A 


45 


103 


53. 


.6 


13938 


7 


US-10-315-515-125 


Sequence 


125, 


App 



' ALIGNMENTS 

RESULT 1 



http://es/ScoreAccessWeb/GetItem.action?AppId=10615005&seqId=5499 8/17/2006 



SCORE Search Results Details for Application 10615005 and Search Result us-1 0-61 5-0... Page 1 of 14 



SCORE Search Results Details for Application 
10615005 and Search Result us-10-615-005- 
lS.rnpbm, 



Score Home 
Page 



Retrieve Application 
List 



SCORE System 
Overview 



SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 10615005 and Search Result us-10- 

615-005-15. rnpbm. 

start 

Go Back to previous pag e 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: 



Title: 

Perfect score: 
Sequence: 

Scoring table: 



Searched: 



June 29, 2006, 08:36:14 ; Search time 344.199 Seconds 

(without alignments) 
6854.257 Million cell updates/sec 

US-10-615-005-15 
192 

1 tttgaactaatgtgtgatgc tcaggtcatacttgataggg 192 

I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1 . 0 

18892170 seqs, 6143817638 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



37784340 



Post-processing: 



Database 



Minimum Match 0% 
Maximum Match 100% 
Listing first 45 summaries 

Published_Applications_NA_Main : * 



1 

2 
3 
4 
5 
6 
7 
8 
9 

10 
11 
12 
13 
14 
15 
16 



/EMC_Celerra_SIDS3/ptodata/2/pubpna/US07_PUBCOMB.seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US08_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US09A_PUBCOMB.seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US09B_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US09C_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10A_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USlOB_PUBCOMB.seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10C_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10D_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10E_PUBCOMB.seq: * 
/EMC_Celerra_SIDS 3 /ptodata/ 2 /pubpna /US1 0F_PUBCOMB . seq : * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10G_PUBCOMB.seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllA_PUBCOMB.seq: * 
/EMC_Celerra_S IDS 3 /ptodata/ 2 /pubpna /US 1 1B_PUBC0MB . seq : * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllC_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllD_PUBC0MB. seq: * 
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Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 



1 


192 

J- J £a 


100 


o 


199 
x y z 




TTR!-n9-9fiR-RR?-1 R 

UO U27 27 O J JJJ XJ 


Q i on r 1 o 


1 R 
X J , 




0 
£t 


1 99 


1 no 




19 9 
x y z 


p 
o 


ttc:_i n-61 R-nnR-1 r 


oequence 


1 R 
X J , 


Appl 


-\ 
J 


1 99 

X 27 Z 


1 no 




19 9 
x y z 


ft 
O 


tto_i f)-^9R-6n7-1 R 

UD x u jy U D U / X J 


1JC4UCIILC; 


1 R 
X J , 


Appl 


A 
*± 


199 

J- -7 Z 


1 no 

X u u 


. u 


199 

x 27 z 


O 

o 


TTQ-I n~7QQ-R7n-1 R 
UO X U / 27 27 — O / U XD 


oequence 


1 R 
ID, 


Appl 


R 

J 


199 

-L -7 Z 


1 nn 

x u u 


n 
, u 


1 9986 
xz z o o 


"3 
J 


TTq_nQ-Q6R-RR7 -1 7 


sequence 


1 7 


Appl 


f. 


199 
X J z 


1 nn 

x u u 


o 

. u 


1 9986 
xz z o o 


p 
0 


TTC!_1 0-61 R-nnR-1 7 


oequence 


17, 


Appl 


7 


199 

X -7 Z 


1 nn 

X u u 


n 
. u 


1 9 986 

X Z Z O U 


p 
o 


TTQ-1 n~^9R-6n7-1 7 


oequence 


17, 


Appl 


p 
o 


19 9 

X -7 Z 


1 nn 

1UU 


. u 


1 9 9 8 6 
X Z Z O 0 


p 
o 


TTQ-1 n-7QQ-P7n_1 7 
UO X U / 27 27 — 0 / U X / 


oequence 


17, 


Appl 


q 

27 


1 89 4 


9 R 

27 J 


n 
. u 


4 6 n Q * 
ft D U y 


-3 
J 


TTQ-nQ-Q6R-RR^-91 
Uo-U27 _ 27DD — JJJ-Zl 


oequence 


21, 


Appl 


1 n 

X U 


189 4 

X O Z . *i 


9 R 

-7 J 


n 
. u 


4 6 n Q 
ft D U y 


p 
O 


ttq-1 n-61 R_nnR-9i 

UOXUDXDUUDZX 


oequence 


21, 


Appl 


1 1 

X X 


1 89 4 


9 R 
27 j 


. u 


4 6 nQ 
fx o U y 


P 
O 


TTQ-1 n~"i.QR-6n7-91 
Uo lu J7J Du / Z X 


oequence 


21, 


Appl 


1 9 
x z 


1 89 4 
xoz.f± 


Q R 

J j 


. u 


4 6 no 
ft D U y 


p 

0 


TTQ-1 n_7QQ-P'7n_91 
Uo xU / 27 27 — 0 / U 


Sequence 


21, 


Appl 


-L J 


177 6 
X / / . o 


99 

-7 Z 




1 9 R71 

X Z J 1 X 


-3 
J 


TTQ_n9-96R-RR^-9n 

UO U27— 27DJ JDJ ZU 


oequence 


20, 


Appl 


1 4 


177 6 
X / / . u 


99 

-7 Z 


R 

. J 


1 9 R71 

X Z J / X 


p 
0 


TTQ-1 n~61 R-00R-90 

UO XU Oi J UUD ZU 


oequence 


20, 


Appl 


1 R 

-L J 


177 6 
X / / . o 


99 

27 z 


. J 


1 9 R71 

X Z J / X 


p 

0 


TTQ-1 0-"}9R-607-90 

UO XU J 27 D OU / ZU 


oequence 


20, 


Appl 


1 6 
J. D 


177 6 

X / / . Q 


99 

-7 Z 


. j 


1 9 R71 

X Z 3 / X 


p 

0 


TTQ-1 n-799-87n~9n 
uoxu 1 yy 0 /uzu 


oequence 


20, 


Appl 


1 7 


171 9 

X / X . z 


89 

O -7 


. z 


9 89 9 

-7 O Z 27 


"3 
J 


TTQ-n9-96R-RR"^-1 9 

UO U27 - JOj JJJ X 27 


oequence 


19, 


Appl 


1 R 


171 9 

X / X . z 


89 

O 27 


9 
. z 


9899 

27 O Z 27 


p 

o 


ttq -1 n-61 R-nnR-i q 

Uj XU DXj UUj~X27 


oequence 


19, 


Appl 


x y 


171 9 

X / X . z 


89 


9 
. z 


9 89 9 

27 O Z 27 


p 

0 


TTQ-1 n-7QR-6n7-1 9 
Uo X U J 27 j - 0 U / X 27 


Sequence 


19, 


Appl 


00 

Z \J 


171 9 

X / X . z 


89 

O -7 


9 
. z 


9899 

27 O Z 27 


p 
o 


ttq-1 D-799-87n-1 9 

\JO XU / 27 27 0/U X27 


Sequence 


19, 


Appl 


21 


122 . 2 


6^ 


. Vj 


41 
*x X J 


o 


ttq-1 n-494-R99-1?7n7n 

\J O XL/ ft Z ft J 27 27 Xj/U/U 


Sequence 


137070, 


99 

Z Z 


114 9 
X X *± . z 


R9 

j 27 


R 

. J 


1 99 

X 27 Z 


-i 
j 


TTQ_09-9 6R-RR^-^^ 

Uj U27 27DJ JJJ JJ 


Sequence 


33, 


Appl 


Z J 


114 9 

X X *± . z 


R9 

jj 


R 


199 

X 27 Z 


p 
o 


TTQ-1 0-61 R-nnR-?"*. 

UO XU OlJ UUJ jj 


Sequence 


33, 


Appl 


OA 


114 9 

X X fx . Z 


R9 

J 27 


c: 
. j 


199 

X 27 Z 


p 
o 


TTQ-1 0-79R-6n7-"^7 

UO XU J 27 j DU/"JJ 


Sequence 


33, 


Appl 


9 R 
z j 


114 9 

X X fx . Z 


R9 

J27 


R 
. J 


199 

X 27 Z 


p 
o 


TTQ-1 n-799-87n-"^*^ 

UO XU /2727 - O/U jj 


Sequence 


33, 


Appl 


96 
z u 


114 9 

X X fx . Z 


R9 

J -7 , 


R 


1 n489 

X U ft o z 


"3 

J 


TTQ-n9-9 6R-RR"^-9"^ 

UO U27 27 O J JJJ Zj 


Sequence 


23, 


Appl 


97 
z / 


114 9 
X X ft . z 


R9 

3-7 i 


c: 
. J 


1 n489 

X V/ fx O Z 


p 
o 


TTQ-1 0-61 R_nnR-97 
UoXUOXjUUjzj 


Sequence 


23, 


Appl 


9ft 
z o 


114 9 
X X f± . z 


R9 


c 
. J 


1 n489 
X Ufi O z 


p 
O 


TTQ-1 0-7Q R-6n7 97 
Uo xU - J27J — DU / z J 


Sequence 


23, 


Appl 


9 Q 

z 27 


1 1 A 9 
X X f± . z 


RQ 

Dy , 


c 
. J 


lUftoz 


Q 
O 


TTQ 1 fi TOO QTn 07 


Sequence 


23, 


Appl 




112 . 6 


RS 




91 ^9 

27 X J 27 


"3 
J 


TTQ-n9-96R-RRl-99 

UD U2? 27 D J JJJ ZZ 


Sequence 


22, 


Appl 


31 


112.6 


58, 


.6 


9139 


8 


US-10-615-005-22 


Sequence 


22, 


Appl 


32 


112.6 


58, 


.6 


9139 


8 


US-10-395-607-22 


Sequence 


22, 


Appl 


33 


112.6 


58, 


.6 


9139 


8 


US-10-799-870-22 


Sequence 


22, 


Appl 


c 34 


109.4 


57. 


.0 


109974 


15 


US-11-117-187-204 


Sequence 204, App 


35 


107.2 


55. 


.8 


192 


3 


US-09-965-553-30 


Sequence 


30, 


Appl 


36 


107.2 


55. 


,8 


192 


8 


US-10-615-005-30 


Sequence 


30, 


Appl 


37 


107.2 


55. 


,8 


192 


8 


US-10-395-607-30 


Sequence 


30, 


Appl 


38 


107.2 


55. 


.8 


192 


8 


US-10-799-870-30 


Sequence 


30, 


Appl 


39 


104.6 


54. 


.5 


3396 


8 


US-10-437-963-82253 


Sequence 


82253, A 


40 


104.6 


54. 


,5 


92584 


15 


US-11-117-187-194 


Sequence 194, App 


41 


103 


53. 


,6 


2922 


8 


US-10-437-963-5583 


Sequence 


5583, Ap 


42 


103 


53. 


.6 


3111 


8 


US-10-437-963-2392.8 


Sequence 


23928, A 


43 


103 


53. 


,6 


3282 


8 


US-10-437-963-19250 


Sequence 


19250, A 


44 


103 


53. 


6 


3519 


8 


US-10-437-963-19176 


Sequence 


19176, A 


45 


103 


53, 


,6 


13938 


7 


US-10-315-515-125 


Sequence 


125, 


App 



ALIGNMENTS 



RESULT 1 
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SCORE Search Results Details for Application 
10615005 and Search Result us-10-615-005- 
lS.rnpbn. 



Score Home 
Page 



Retrieve Application 
List 



SCORE System 
Overview 



SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 10615005 and Search Result us-10- 

615-005-15. rnpbn. 

start 

Go Back to previous p ag 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: 



Title: 

Perfect score: 
Sequence: 

Scoring table: 



Searched: 



June 29, 2006, 08:51:49 ; Search time 28.8939 Seconds 

(without alignments) 
7857.686 Million cell updates/sec 

US-10-615-005-15 
192 

1 tttgaactaatgtgtgatgc tcaggtcatacttgataggg 192 

I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1 . 0 



809770 seqs, 591248006 residues 



Total number of hits satisfying chosen parameters: 



1619540 



Minimum DB seq length: 
Maximum DB seq length: 



2000000000 



Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



Database 



Published_Applications_NA_New: * 

1 : /EMC_Celerra_SIDS3 /ptoda ta/ 1 /pubpna/US09_NEW_PUB . seq : * 

2 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/US06_NEW_PUB. seq: * 

3 : /EMC_Celerra_SIDS3 /ptoda ta/l/pubpna/US07_NEW_PUB . seq: * 

4 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/US08_NEW_PUB. seq: * 

5 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/PCT_NEW_PUB. seq: * 

6 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/US10_NEW_PUB. seq: * 

7 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/USll_NEW_PUB. seq: * 

8 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/US60_NEW_PUB. seq: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 



% 

Query 
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No. Score Match Length DB ID Description 





1 
1 


Q A 

o4 


7 
. Z 


A 9 

4o 




1 / jo 


c 
0 


TTO 


1 n 
XU 


A A 0 

- 4 4 y 


— y UZ - / jjy 


Sequence 


7 9 c Q Tv-rv 
/ J d y / Ap 


c 


z 


J D 


7 
. Z 


1 Q 

lo 


"3 
O 


X UUU 


n 

1 


TTC 
Ub 


1 1 

X X 


9 A £ 

-zoo 


/ 4 OA Z U4 OZ O 


Sequence 


9 OA 9 7 
Z U4 0 Z D / 




0 


7 9 
•5 o 


c 
. 0 


1 7 
1 1 


D 


Z4 X o 


c 
0 


TTC 

Ub - 


1 n 
xu 


AAQ 

-44y 


Qn9 91PPA 
— y UZ -ZXO04 


bequence 


9 1 ft ftA a 
Z 10 04 , A 


c 


A 
4 


9 n 
j u 


p 
. O 


1 c 
1 o 




1 m 9 
X u / z 


c 
D 


TTC 

Ub 


xu 


y d j 


-9AQ-9A99ft 
— 0 4 y — Z OZ / O 


bequence 


9fi97ft a 

Z 0 Z / O / A 


c 


D 


i n 
J u 


A 

. 4 


1 c 

Id 


Q 

o 


DJo 


1 


TTC 

Ub ~ 


XX 


9 £ C 

-zoo 


— / 40A.-.5 / yD / 4 


Secfuence 


9 9 Q t^9 A 
o / y D / 4 , 




c 
0 


i n 
J u 


. 4 


Id 


Q 
O 


CTQ 
JJO 


1 


TTC 

Ub ~ 


1 1 


9 £ £ 

-zoo 


— /4oA-40ZyDj 


Sequence 


A £ 9Q t^9 

4 ozy Dj / 




7 


7 n 
J u 


vl 
. 4 


ID 


Q 
O 


Do y 


n 

I 


TTC 

Ub - 


1 1 
X X 


9 £ £ 

-zoo 


9Apa 919 nm 

— / 4 On" Z X J UU / 


Sequence 


919 nm 
Z lo UU / , 


c 


Q 
O 


30 


.4 


1 D 


Q 
O 


"3. Q 

d j y 


n 

I 


TTC 
Ub ~ 


1 1 
XX 


9 £ £ 

-zoo 


— 9APa_99£9A9 
— /4OAZD0Z4Z 


Sequence 


9 9 £9 A 9 
ZO 0Z4Z / 


c 


q 
y 


30 


.4 




P 
O 


y d o 


7 
1 


TTC — 
Ub 


1 1 
X X 


-.9 £ 

-zoo 


_9APft_9AQR1 ft 
/4oA— Z4yDXo 


Sequence 


9 A Q R1 ft 
Z 4y DIG / 


c 


1 0 
J. U 


30 


.4 


ID 


P 

o 


1 90 9 

x / y z 


n 
1 


TTC 
Ub 


1 1 
X X 


9 £ A 
ZOO 


9APa_99nR£ 

/ 4 OA jZUjO 


Sequence 


99 flR^ a 
0 Z U D 0 , A 


c 


1 1 

± X 


30 


.4 


ID 


p 
o 


1 9 O 9 

x / y z 


n 

1 


TTC 

Ub- 


1 1 
X X 


9 £ £ 

-zoo 


- /4oA _ DyoU4 


Sequence 


CQon>l a 
D y O U4 , A 




1 9 
X Z 


29 


.4 


ID 


-3 
O 


1 a a n 

X44 U 


1 


TTC 

Ub - 


1 1 
XX 


919 

-z X / 


COQ 7R7/17 

— Dzy - / o / 4 / 


bequence 


9 P9 A 9 a 
/ O / 4 / / A 




1 ^ 


29 


.4 


X D 


-3 
J 


941 fi 
Z 4X U 


c 
0 


TTC- 

Ub 


xu 


- 4 4 y 


-y UZ -X4Z0D 


bequence 


1 A9 fiR a 
X4Z 0 D / A 




1 A 
X 4 


29 


.4 


1 G. 
ID 


-3 
J 


9ftHft 
ZOU O 


n 
1 


TTC _ 

U b 


XX 


-919 
-z X / 


-R9Q-99991 
- Dzy / / J / X 


Sequence 


99991 a 
/ / 0 / X , A 




J. D 


29 


X D 


1 
X 




n 
1 


TTC — 
Ub 


1 1 
X X 


- 9 
ZOO 


_9AftA-1 9c;ft9n 
/40AX / jojU 


bequence 


1 9 ft 9 n 
X / jOjU, 




X 0 


29 


XD 


X 




1 


TTC 
Ub ~ 


1 1 
X X 


9 £ £ 

-zoo 


— 7AQa 999RQ 

— / 4oA- zzz Dy 


Sequence 


9 9 9 c; Q a 
Z Z z d y , A 




X / 


7 Q 
ZO 


Q 

. O 


X D 


n 
u 


P1 R 
OX D 


1 


TTC — 

U b 


1 1 
XX 


_9 £ £ 

-zoo 


_9APa_9£/i£9Q 
/4oA-Z040Zy 


Sequence 


9£ A£9Q 

z 04 ozy , 


c 


1 ft 


7 D 
Z O 


Q 
. O 


X D 


u 


pi c 
O X D 


n 
I 


TTC — 

Ub - 


1 1 
XX 


-9 £ £ 
ZOO 


_9ARA — 99^1 A£ 
/4oA DZDX^tO 


bequence 


9 9 ci 4 c 
OZ DX4 0 / 




1 Q 

i y 


7 Q 
ZO 


Q 


XD 


n 
U 


oX D 


1 


TTC 

Ub - 


1 1 
XX 


-zoo 


7/lQa 97A/1£7 

- / 4o A— j /U40 / 


Sequence 


11 C\A C9 
0 / U 4 0 / , 


c 


9 n 
z u 


7 Q 
ZO 


Q 
. 0 


X D 


u 


P1 £ 
O X D 


I 


TTC 

Ub 


1 1 
X X 


9 £ d 

Zoo 


/ 4 0 A— 4 D -3 04 0 


Sequence 


4 D 0 04 0 , 




7 1 

Z I 


7 Q 
ZO 


Q 
. 0 


ID 


U 


XzZ D 


/ 


TTC 

Ub~ 


1 1 
11 


-zoo 


- /4oA- jooo4z 


Sequence 


9 C Q Q A O 

o o oo4z , 


c 


9 9 

Z Z 


Z O 


O 

. 0 


1 c 
XD 


n 
U 


1 ooc 
XZZ D 


•7 


TTC 

Ub - 


1 1 
11 


-zoo 


7/lPa ytc;9991 
— /4oA— 4DZZZX 


Sequence 


A c; 9 9 9 1 
4DZZZX , 




9 9 
Z J 


28 


.8 


X D 


U 


1 P R 9 

X oDz 


/ 


TTC 

Ub - 


1 1 
11 


9 £ £ 

-zoo 


7/IPa 1P9R9C: 
- /4 oA- XoD Do D 


Sequence 


lo o Do D , 


c 


9 A 
Z4 


28 


.8 


1 R 
XD 


n 
u 


9 £ 1 9 P Q 

zox / oy 


n 
1 


TTC 

Ub - 


1 1 
11 


9 ^ n 
-zou 


PA 9 1 
— o4Z - X 


Sequence 


1 , Appli 


c 


Z D 


28 


.6 


1 A 
14 


Q 

y 


X uu u 


1 


TTC 

Ub - 


1 1 
11 


9 £ £ 

-zoo 


_ 9 A P a — 1 Q90AA 
— /4oA— Xy /U44 


Sequence 


1 Q 7flAA 
iy / U44 , 




Z 0 


28 


.6 


1 A 
14 


Q 

y 


z 4o o 


c 
D 


TTC 

Ub - 


1 n 

1U 


^ A Q 

-44y 


0n9 1 A Q £. Q 
— y UZ — X4o OO 


Sequence 


1 A Q £ Q a 
14 o DO , A 


c 


9 9 
Z / 


28 


.4 


1 A 
14 


p 

o 


X uu u 


1 


TTC 

Ub - 


1 1 
11 


9 £ £ 

-Zoo 


— 9A Pa 1 1 QQcn 

— /4oA— xxoyou 


Sequence 


1 1 QQCn 

1 1 c>y o u , 




7 Q 
Z O 


28 


.4 
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14 


Q 

o 


X UU U 


1 


TTC 

Ub - 


1 1 
11 


-zoo 


7 A Q a 1 C 1 1 9 VI 
— /4oA— 10llZ4 


Sequence 


1 a 1 1 9 a 
10 llz4 , 




0 Q 
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28 


.4 


1 A 

14 


Q 
O 


X UU u 


n 
I 
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Ub - 


11 
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-zoo 


- /4oA-iy4yoo 


Sequence 


iy 4y oo , 


c 


i n 
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28 


.4 


1 A 

14 


Q 
O 


1 nn n 
x uu u 


■7 


TTC 

Ub - 


1 1 
11 


-zoo 


7/1Pa 7Q9P9/J 
- /4oA-zyDOZ4 


Sequence 


9 Q 9 P 9 /I 

z y o oz 4 , 




j 1 


28 


.4 


14 


Q 
O 


1 n n n 
1UUU 


1 


TTC 

Ub- 


1 1 
11 


Off 

-zoo 


HA Q a 9/1 C 9 
- /4oA- 04DZD0 


Sequence 


9 A C 9 C 9 
04 DZ DO , 


c 


9 7 
J Z 


28 


.4 
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14 


Q 
O 
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x UU U 


1 


nn 

Ub - 


1 1 
11 


nee 

-zoo 


7/iQa /inRQCc; 
- /4oA-4UDyoD 


Sequence 


4 u d y O D , 




9 "5 


28 


.4 


14 


P 

o 


1 n n n 
X UU U 


n 
1 


TTC 

Ub - 


1 1 
11 


-zoo 


7/IPa A77H11 
- /4oA-4 / / Ull 


Sequence 


A 9 9m 1 


c 


1 A 
O 4 


28 


.4 


1 A 
14 


p 
o 


1 n p n 
X Uo U 


1 


TTC 

Ub - 


1 1 
11 


-Zoo 


7/!Pa 1PP>17n 
— /4oA-loo4 / U 


Sequence 


i p p a 9 n 

lO04 / U , 




9 K 
0 D 


28 


.4 


1 A 


Q 

o 




b 


TTC 

Ub - 


1 n 
1U 


q c; 9 

-y do 


-o4y - J llOD 


Sequence 


311 QC a 
JlloD, A 


c 


9 C 
J 0 


28 


.4 


1 A 
X4 


Q 

o 


1 9 9 P 


/ 


TTC 

Ub - 


1 1 
11 


-zoo 


— / 4oA~ C5UDZ D 


Sequence 


p n t; 7 r a 

O U D Z D , A 




9 7 
o / 


28 


.4 


1 A 
X 4 


P 

o 


1 9 1 P 


/ 


TTC 

Ub - 


11 


Off 

-zoo 


7/IPa 19999C 

- /4oA-lODOoo 


Sequence 


1 9 9 9 9 & 




9. ft 
O o 


28 


.4 


1 A 

X 


P 
o 


1 Rfi 1 

1 JOl 


7 


TTC- 


1 1 

X X 


-9 fi fi 
zoo 


- 7 A ft A- 9 ORft A 




9 n cp/ a 


c 


39 


28 


.4 


14 


8 


1561 


7 


us- 


11 


-266 


-748A-62511 


Sequence 


62511, A 




40 


28 


.4 


14 


8 


1561 


7 


us- 


11 


-266 


-748A-65350 


Sequence 


65350, A 


c 


41 


28 


.4 


14 


8 


7556 


7 


us- 


11 


-266 


-748A-30767 


Sequence 


30767, A 


c 


42 


28 


.4 


14 


8 


7556 


7 


us- 


11 


-266 


-748A-57498 


Sequence 


57498, A 




43 


28 


.4 


14 


8 


142707 


7 


us- 


11 


-266 


-748A-24186 


Sequence 


24186, A 


c 


44 


28 


.2 


14 


7 


494 


7 


us- 


11 


-266 


-748A-269258 


Sequence 


269258, 




45 


28 


.2 


14 


7 


494 


7 


us- 


11 


-266 


-748A-329775 


Sequence 


329775, 



ALIGNMENTS 



RESULT 1 

US-10-449-902-7359 

; Sequence 7359, Application US/10449902 
; Publication No. US20060123505A1 
; GENERAL INFORMATION: 

; APPLICANT: National Institute of Agrobiological Sciences. 

; APPLICANT: Bio- oriented Technology Research Advancement Institution. 

APPLICANT: The Institute of Physical and Chemical Research. 

APPLICANT: Foundation for Advancement of International Science. 
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SCORE Search Results Details for Application 
10615005 and Search Result us-10-615-005- 

15.rst. 



Score Home 
Page 



Retrieve Application 
List 



SCORE System 
Overview 



SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 10615005 and Search Result us-10- 

615-005-15.rst. 

start 

Go Back to previous page 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: June 29, 2006, 08:09:33 



Search time 1237.81 Seconds 
(without alignments) 
8673.762 Million cell updates/sec 



Title: 

Perfect score: 
Sequence: 



US-10-615-005-15 
192 

1 tttgaactaatgtgtgatgc . 



. tcaggtcatacttgataggg 192 



Scoring table: I DENT ITY_NUC 

Gapop 10.0 , Gapext 1.0 



Searched: 



48236798 seqs, 27959665780 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length:- 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



96473596 



Database : 



EST: * 



1 




gb_estl : * 


2 




gb_est3 : * 


3 




gb_est4 : * 


4 




gb_est5 : * 


5 




gb_est6 : * 


6 




gb_htc : * 


7 




gb_est2 : * 


8 




gb_est7 : * 


9 




gb_est8 : * 


10: 


gb_est9 : * 


11: 


gb_gssl : * 


12: 


gb_gss2 : * 


13: 


gb_gss3 : * 


14: 


gb_gss4 : * 



Pred. No. is the number of results predicted by chance to have a 
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score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 





1 


172 


.8 


90 


.0 


485 


13 


CL881511 


CL881511 
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c 


2 
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.2 


85 


.0 


919 


13 


CZ522271 


CZ522271 


GMW2-82E7 




3 


160 


. 6 


83 


.6 


494 


13 


CL887536 


CL887536 


abf84fll. 




4 


151 


78 


.6 


928 


13 
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CZ521989 


GMW2-81J1 


c 


5 


147 


.2 


76 


.7 


783 


12 


CG824857 


CG824857 


SOYAM81TV 




6 


139 


.8 


72 


.8 


937 


13 


CZ518879 


GZ518879 


GMW2-68K1 


c 


7 


139 


.2 


72 


.5 


901 


12 


CG821980 


CG821980 


S0YEU16TV 


c 


8 


139 


.2 


72 


.5 


916 


13 


CZ524331 


CZ524331 


GMW2-65H1 


c 


9 


139 


.2 


72 


.5 


930 


12 


CG818993 


CG818993 


SOY AC 7 5 TV 




10 


136 


.6 


71, 


.1 


917 


13 


CZ515255 


CZ515255 


GMW2-83K6 




11 


136 


. 6 


71 


.1 


920 


13 


CZ500484 


CZ500484 


GMW2-13I1 




12 


134 


.4 


70 


.0 


437 


13 


CL884362 


CL884362 


abf66fl2. 


c 


13 


133 


.4 


69 


.5 


932 


13 


CZ511907 


CZ511907 


GMW2-39L2 




14 


131 


.8 


68, 


.6 


924 


13 


CZ525808 


CZ525808 


GMW2-88P4 




15 


127 


.6 


66, 


.5 


614 


11 


AZ044562 


AZ044562 


GnuUMbOOl 


c 


16 


123 


.8 


64 


.5 


693 


11 


BZ038034 


BZ038034 


oeh88e03 . 




17 


123 


.8 


64, 


.5 


717 


11 


BZ476782 


BZ476782 *B0ND033TR 




18 


122, 


.2 


63 


.6 


687 


12 


CC961142 


CC961142 


B0IGK4 5TF 




19 


122 


.2 


63 


. 6 


776 


11 


BZ441393 


BZ441393 


B0NJQ88TF 




20 


122 


.2 


63, 


.6 


848 


11 


BH482408 


BH482408 


B0HGA73TR 


c 


21 


120, 


. 6 


62, 


.8 


925 


13 


CZ509579 


CZ509579 


GMW2-68A2 




22 


120 


62, 


.5 


519 


11 


BH008489 


BH008489 


efl6c09.x 


c 


23 


120 


62. 


.5 


588 


14 


DX070219 


DX070219 


KBrB079Il 


c 


24 


120 


62, 


.5 


728 


14 


DX035720 


DX035720 


KBrB033O2 




25 


120 


62, 


.5 


758 


13 


DU118223 


DU118223 


KBrH09 6Nl 




26 


120 


62. 


.5 


782 


11 


BH443321 


BH443321 


B0GZX64TR 


c 


27 


120 


62, 


.5 


889 


14 


DX025455 


DX025455 


KBrB02 0H0 


c 


28 


120 


62, 


.5 


943 


14 


DX082827 


DX082827 


KBrB096E0 




29 


119 


62, 


.0 


530 


ll 1 


BH575562 


BH575562 


B0H0V68TF 




30 


119 


62, 


,0 


679 


11 


BH587615 


BH587615 


BOGEG7 0TF 




31 


119 


62. 


.0 


693 


11 


BH671950 


BH671950 


B0MJQ55TR 


c 


32 


119 


62. 


.0 


693 


11 


BH947113 


BH947113 


obvlle09 . 




33 


119 


62. 


,0 


777 


11 


BZ506017 


BZ506017 


B0NFZ68TF 




34 


119 


62. 


.0 


880 


12 


CG825989 


CG825989 


S0YEU72TV 




35 


119 


62. 


,0 


902 


12 


CG819474 


CG819474 


S0YAE32TV 




36 


119 


62. 


,0 


956 


11 


BZ485077 


BZ485077 


B0NDX72TF 


c 


37 


119 


62. 


0 


1029 


11 


BZ485086 


BZ485086 


B0NDX72TR 


c 


38 


118. 


,4 


61. 


7 


527 


14 


DX026095 


DX026095 


KBrB021El 




39 


118. 


,4 


61. 


.7 


658 


13 


CW980587 


CW980587 


KBrH004O0 


c 


40 


118, 


,4 


61. 


.7 


666 


14 


DX017374 


DX017374 


KBrB009N0 


c 


41 


118. 


,4 


61. 


7 


704 


11 


BZ062919 


BZ062919 


Ilc02a02. 


c 


42 


118. 


4 


61. 


7 


727 


14 


DX016925 


DX016925 


KBrB009D2 




43 


118. 


4 


61. 


7 


752 


11 


BZ063242 


BZ063242 


lkz69dll. 


c 


44 


118. 


4 


61. 


7 


763 


14 


DX019793 


DX019793 


KBrB013Al 


c 


45 


118. 


4 


61. 


7 


780 


14 


DX062256 


DX062256 


KBrB069A2 



ALIGNMENTS 



RESULT 1 
CL881511 

LOCUS CL881511 485 bp DNA linear GSS 30-AUG-2004 
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SCORE Search Results Details for Application 
10615005 and Search Result us-10-615-005- 
3-rge, 



Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 10615005 and Search Result us-10- 

615-005-3.rge. 

start 

Go Back to previous page 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence: 

Scoring table: 



Searched: 



June 29, 2006, 08:56:43 ; Search time 516.5 Seconds 

(without alignments) 
742.855 Million cell updates/sec 

US-10-615-005-3 
6 

1 ttgggg 6 

IDENTITY_NUC 

Gapop 10.0 , Gapext 1 . 0 

6366136 seqs, 31973710525 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



12732272 



Database 



GenEmbl : * 



1 




gb_env : 


* 


2 




gb __pat : 


★ 


3 




gb_ph : * 




4 




gb _pl : * 




5 




gb_pr : * 




6 




gb_ro : * 




7 




gb_sts : 


★ 


8 




gb_sy : * 




9 




gb_un : * 




10 


gb_vi : 


* 


11 


gb_ov : 




12 


gb_htg 


: * 


13 


gb_in : 


* 


14 


gb_om : 


* 


15 


gb_ba : 


* 
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Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 





No . 


Score 


Match 




r>R 


TD 


ct "i Tit" "i on 




1 


6 


100, 


.0 


Q 
o 


2 


BD014077 


BD014077 Oliaonucl 




2 


6 


100 


.0 


8 


2 


BD014116 

OU \J X M X X V 


BD014116 Hiah-chim 






6 


100 


.0 


o 

o 


9 


RD1 9 9 S3 9 


BD192S3 9 Comnositi 




4 


6 


100, 


.0 


« 
o 


2 


RD2 72 011 


BD272011 Multipart 




5 




100 


.0 


8 


2 


BD272113 

L->Lj £-t 1 till J 


BD2 72113 Fusoaenic 




6 


6 


100, 


.0 


8 


2 


CO828608 


CO828608 Secruence 




7 


6 


100, 


.0 


8 


2 


CO828610 


CO828610 Seauence 




8 


6 


100, 


.0 


8 


2 


PO829013 

^/ U ^ U 1 J 


CO829013 Seauence 




9 


6 


100, 


.0 


8 


2 


CO829055 


CO829055 Seauence 




10 


6 


100, 


.0 


Q 

o 


2 


POR91 672 


00891 679 ^pfnienre 




11 




100, 


.0 


p 

o 


2 


E17092 

CjX i v Jti 


R17099 Phi 7nrt"niria 

•tj X / \J 3 £* IXliX ^UL LU11 X CI 




12 


6 


100. 


.0 


Q 

-/ 


2 


AX669026 


AXfifi9D9fi ^pmienrp 




13 


6 


100, 


.0 


9 


2 


^6690S8 

iui U U > U J U 


AX6690S8 Sernience 




14 


fi 

u 


100. 


.0 


Q 

-7 


9 


AX 81 9 

rtAO X J ** ^ J 


AY81R499 ^prniPTirp 




15 


6 


100, 


.0 


10 


2 


A7 2 4 1 9 


A72419 Seauence 6 




16 


5 


100. 


.0 


X \J 


2 


A72420 


A7949D Qornience 7 




17 


6 


100. 


.0 


10 


2 


A801 29 


AR0199 Seauence 6 




1 R 

X o 


u 


100, 


.0 


i n 

X \J 


9 


A8D1 






1 9 

X 27 




100. 


.0 


1 n 


0 
£i 


A891 99 


AR9199 cjorniPTirp 1 




U 


u 


100. 


.0 


X \J 


9 


AR21 9^ 


A R 9 1 9 ^ Qprnipnrp 9 




9 1 


5 


100. 


.0 


1 fl 

X \J 


2 


AR01 fiD 4 9 


ARfl1fifi49 Qprnipnrp 






£ 

u 


100. 


.0 


1 0 

X \J 


0 
£t 


ARn^091fi 

ru\u J U<i J O 


ARn"^n97fi cjprnipnrp 




9^ 


5 


100, 


.0 




9 


ARDR9 9 0^ 


ARHR99n^ Cpmipnrp 




24 




100, 


.0 


1 ft 

X \J 


9 


AR 074 91 8 


ARD7491R Cpmipnrp 




25 


u 


100. 


.0 


1 0 

X \J 


9 


AR 074 93 8 


ARD749^R Qprnipnrp 




26 


6 


100. 


.0 


10 


2 


AR07431 1 

ruvu / tx X X 


AR074"^11 Semience 


Q 


27 


6 


100. 


.0 


10 


2 


AR07S S1 4 


AR07SS1 4 Sprnipnrp 


V— 


9R 

o 




100. 


.0 


1 n 

X u 


9 


AR1 D9 *^1 8 


AR1 09*^1 R Cpmipnrp 


Q 


29 


6 


100. 


.0 


X \J 


2 


AR1 fil 91 9 


AR1 fi1 91 9 cjpmipnpp 




30 




100. 


,0 


10 


2 


RD0 07 79 7 


RD007797 T^PS actw 




31 


6 


100. 


.0 


10 


2 


BD007870 


RD007R70 TjPS activ 




32 


6 


100. 


,0 


1 0 

X \J 


9 


RDOR"^ D81 


RDDR^DRI Humpjn mah 
duuo juoi nixiuciii iiici u 


c 


33 


u 


100. 


.0 


1 ft 

X \J 




RDOR^I 1 7 

DU UOJ11 / 


RnDR*^117 Human mat 
ouuojii / n lumcui iiiciu 




34 


u 


100. 


,0 


1 n 

X u 




Rnf)R^9^9 


RDDR7979 Hiimnn mat- 




3S 


o 


100, 


,0 


X \J 


9 


BDOQI 189 

OU U -7 X X O -7 


RF)f)911R9 PR^-i nrfnr 

DJJU _7 X X O _7 r J J lllUUL 




3 


o 


100, 


,0 


J. u 




RD1 fi1 98 fi 

LjU X \J X £» o o 


RT)1 fi1 98 fi Unman art 1 
DU1D160D n uiud.ii at L- 




"*7 


D 


100. 


0 


1 n 

X u 


9 


RF»1 fi1 4 


DiJi uiy jo riuii id ii ait 


f~" 


*}R 
J o 




100. 


0 


X \J 


9 


RD1 fifi4 8 R 


RFi1 fifi4RS Human ~\ \\t 

DUIODIO J fl Ullldli XXV 


r~* 


*}9 


u 


100, 


0 


X \J 


9 


RH1 fifi SD7 


RFJl fifiS07 Human 1 -? tj- 

DU1DDJU / n Ullldli XXV 


Q 


40 


6 


100. 


0 


10 


2 


BD166 529 


RD166 529 Human liv 


c 


41 


6 


100. 


0 


10 


2 


BD166812 


BD166812 H\xman liv 


C 


42 


6 


100. 


0 


10 


2 


BD167007 


BD167007 Human liv 


c 


43 


6 


100. 


0 


10 


2 


BD167030 


BD167 030 Human liv 


c 


44 


6 


100. 


0 


10 


2 


BD167033 


BD167033 Human liv 




45 


6 


100. 


0 


10 


2 


BD167046 


BD167046 Human liv 




46 


6 


100. 


0 


10 


2 


BD167108 


BD167108 Human liv 




47 


6 


100. 


0 


10 


2 


BD167177 


BD167177 Human liv 


c 


48 


6 


100. 


0 


10 


2 


BD176153 


BD176153 Mammalian 




49 


6 


100. 


0 


10 


2 


BD190832 


BD190832 G-rich ol 




50 


6 


100. 


0 


10 


2 


BD238616 


BD238616 Preparati 




51 


6 


100. 


0 


. io 


2 


BD239038 


BD239038 Preparati 




52 


6 


100. 


0 


10 


2 


BD239101 


BD239101 Preparati 
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SCORE Search Results Details for Application 
10615005 and Search Result us-10-615-005- 
3-rng, 

Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 10615005 and Search Result us-10- 

615-005-3.rng. 

start 

Go Back to previous pag e 

GenCore version 5.1,9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: 



June 29, 2006, 08:55:39 



Search time 114.75 Seconds 
(without alignments) 
364.562 Million cell updates/sec 



Title: 

Perfect score: 
Sequence: 



US-10-615-005-3 
6 

1 ttgggg 6 



Scoring table: IDENTITY_NUC 

Gapop 10.0 , Gapext 1.0 

Searched: 5244920 seqs, 3486124231 residues 

Total number of hits satisfying chosen parameters: 10489840 



Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



Post-processing: 



Minimum Match 
Maximum Match 
Listing first 



0% 

100% 

1000 summaries 



Database : N_Geneseq_8 : * 

1: geneseqnl980s : * 

2: geneseqnl990s : * 

3: geneseqn2000s : * 

4 : geneseqn2001as : * 

5 : genes eqn2 0 0 lbs : * 

6 : geneseqn2002as : * 

7 : geneseqn2002bs: * 

8: geneseqn2003as : * 

9 : geneseqn2003bs : * 

10 : geneseqn2003cs : * 

11 : geneseqn2003ds : * 

12 : geneseqn2004as : * 

13 : geneseqn2004bs : * 

14 : geneseqn2005s : * 

15 : geneseqn2006s : * 
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Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 





JNIO . 


Score 


Match 


Length 




ID 


uescr lpcion 




1 


D 


100. 


0 


c 
0 


A 

z 


A 7V /AO TQQQ 

AAyy /y 00 


Aaqy/y<5o repciae n 


c 


Z 


c 
0 


100. 


0 


b 


1 A 

1 z 


A T>/~V A CTOn 

auuud / y u 


Aj^^-vACTQA rp — » T am * v 

AaouD/yu leioinere- 




3 


D 


100. 


0 


Q 

0 


z 


AAy /JO /O 


AaQ / j j / 0 AIlLl~nov~ 




A 

4 


c 
0 


100. 


0 


Q 

0 


A 

z 


AAyy / y / 4 


Aaqy / y / 4 reptiae n 




c 
J 


b 


100. 


0 


Q 

0 


A 

z 


AAyy /y y 1 


Aaqy /yyi reptiae n 




c 
D 


b 


100. 


0 


Q 

0 


0 
z 


aai uy D / O 


AacuyD / j 3 -primer 


c 


1 


b 


100. 


0 


Q 

0 


z 


AAi uy 3 by 


Aacuy3by d — priiner 




Q 
O 


b 


100. 


0 


Q 

0 


z 


AAVZ oZ4Z 


AavzoZ4z Ancisense 




A 

y 


b 


100. 


0 


0 

0 


z 


AAXlo / / z 


7\ _ _ _ 1 OTTO rn~~-— mk- U T 

Aaxio / /z Target hi 




1 a 
1U 


b 


100. 


0 


Q 

0 


0 

z 


AAXZ3bbl 


AaxZ3bDi Deletion 




11 


b 


100. 


0 


0 

0 


3 


AAZ4y 3 / z 


A^i-p/IQOTA TJTT7 /w1 A A 

Aaz4y3/z Hiv gpizu 


c 


1 a 

lz 


b 


100. 


0 


0 

0 


1 A 

10 


ADE1414y 


Ad.el4149 Optineuri 






b 


100. 


0 


Q 

0 


1 A 

1 u 


TV T^C 10010 

ADlil 3 y 1 0 


Aaei3yio upcmeuri 


c 


14 


b 


100. 


0 


Q 

0 


1 A 
1Z 


TV T\f*\ nCTQ1 

ADOUb /y 1 


Aaouo/yi leiomere- 




1 D 


b 


100. 


0 


Q 

0 


1 A 
1Z 


7V T\rv"3 A /J Q A 

AUyj U4oU 


Aaq3U4t5U Human vki 




1 D 


c 
0 


100. 


0 


Q 

0 


xz 




A/^rrT. n n "5 ^ Daf \7P 1 a 
AuqjUUjj Kat VKI e 




1 / 


b 


100. 


0 


Q 

0 


xz 


7a "TvOl A /I "3 Q 


Auqju^ jo numan vki 




1 ft 
1 o 


0 


100. 


0 


Q 

0 


1 0 
xz 




Aaqjuujj Kat vki e 




1 Q 

iy 


b 


100. 


0 


0 

y 


b 


ABy/Zl / / 


ADq/zi// Ziinc ring 




Z U 


b 


100. 


0 


A 

y 


b 


7V 0 0 A Q 

A-by / z z u y 


ADq/zzuy Ziinc ring 


c 


9 1 
z X 


D 


100. 


0 


q 


0 
0 


ADAjv/U J / 


nDAjuuj / i.exoiuexre 




Z z 


b 


100. 


0 


A 

y 


Q 

y 


ADAb 4 03 0 


Aaab4jjo Ziinc ring 




A "3 
Z 3 


b 


100. 


0 


y 


Q 

y 


AiJAb4 DU4 


Aaab4DU4 Ziinc ring 


c 


Z 4 


b 


100. 


0 


Q 

y 


1 A 

1 u 


A TVT7 1 1 OQQO 

ajjcj 1 j y O J 


Aaeijyc5j upcineuri 




Z D 


b 


100. 


0 


y 


1 u 


AJJiVlZ 3 Z Z O 


Aamz3ZZo byntnetic 




a c 
z b 


b 


100. 


0 


y 


1 1 


AUMZ 3 1 y b 


Aamz3iyb byntnetic 




O "7 
Z / 


b 


100. 


0 


1 a 
1U 


z 


AA\2 f 3 3 b 1 


A^j-wTOO^I A>-«4--i UCT 7 

Aaq/33bi Anti-Hbv- 




1 o 

zo 


0 


100. 


0 


1 A 

■ 10 


z 


A A/"\COAAA 

AAQbzUUO 


AaqbzUUU Guanine q 




A Q 

zy 


b 


100. 


0 


1 a 
1U 


z 


AAQ blobU 


» - — CI OCA UPTJ v-Ar\l -! 

AaqblobU Hbv repn 




0 A 

3 u 


b 


100. 


0 


1 A 
1U 


z 


7171ACI one 

AAybiy ud 


j\ one ucu wnyvi 4 

AaqbiyUD Hbv repn 




J 1 


b 


100. 


0 


1 a 
1 u 


z 


AAOC/ AOA 

AAy b 4 U Z U 


Aaqb4uzu ibb rKNA 




O A 
3Z 


b 


100. 


0 


1 A 
1U 


z 


AATUo /34 


AatUo /34 U14SnOKNA 




O "2 
33 


b 


100. 


0 


1 a 

1 u 


0 

z 


AAQy /you 


Aaqy /yyu Peptide n 




O /I 

34 


c 
b 


100. 


0 


1 A 

1 0 


z 


AAT087 58 


TV - 1_ A O T C O TT1 il — «— — "O TvT 7k 

Aat 087 58 U14snoRNA 


c 


3 b 


r 
0 


100. 


0 


10 


z 


AAQy 3 130 


Aaqy 3 13 u Teiomeras 




O 

36 


c 

6 


100. 


0 


1 A 

10 


z 


7k 7k m"5 C A r\ 

AAT3Dz4y 


Aat3 6z49 CD2 8 expr 




37 


6 


100. 


0 


1 A 

10 


z 


7k 7k V O i~\ "5 ^ 1 

AAX9034z 


Aax9 03 4z CD28 inni 


c 


38 


6 


100. 


0 


10 


2 


7k 7k m c c f\ c n 


Aat6605u (aC-dA)n. 




39 


*• 
6 


100. 


0 


1 A 

10 


2 


AAT98862 


Aat98862 Core-bind 




40 


6 


100. 


0 


10 


2 


AAX04582 


Aax04582 Inverted 


c 


41 


6 


100. 


0 


10 


2 


AAX04583 


Aax04583 Inverted 


c 


42 


6 


100. 


0 


10 


2 


AAX99946 


Aax99946 Human par 




43 


6 


100. 


0 


10 


2 


AAX86264 


Aax862 64 SAGE tag 




44 


6 


100. 


0 


10 


3 


AAZ78091 


Aaz78091 Human den 




45 


6 


100. 


0 


10 


3 


AAZ78417 


Aaz78417 Human den 




46 


6 


100. 


0 


10 


3 


AAZ78913 


Aaz78913 Human den 


c 


47 


6 


100. 


0 


10 


3 


AAZ79695 


Aaz79695 Human den 
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Aaz79704 Human den 
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Aaz78028 Human den 
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Aaz79186 Human den 
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SCORE Search Results Details for Application 10 
and Search Result us-10-615-005-3.rni. 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10615005 and Search Result us-10-6: 
start 

Go Back 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: 



Title: 

Perfect score: 
Sequence: 

Scoring table: 



Searched: 



June 29, 2006, 09:07:39 



Search time 38.75 Seconds 
(without alignments) 
289.720 Million cell updates/sec 



US-10-615-005-3 
6 

1 ttgggg 6 

I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 

1403666 seqs, 935554401 residues 



2807332 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 

Database : Issued_Patents_NA: * 

1: /EMC_Celerra_SIDS3/ptodata/2/ina/l_COMB.seq: * 

2 : /EMC_Celerra_SIDS3/ptodata/2/ina/5_COMB. seq: * 

3 : /EMC_Celerra_SIDS3/ptodata/2/ina/6A_COMB. seq: * 

4 : /EMC_Celerra_SIDS3/ptodata/2/ina/6B_COMB. seq: * 

5: /EMC_Celerra_SIDS3/ptodata/2/ina/7_COMB. seq: * 

6 : /EMC_Celerra_SIDS3/ptodata/2/ina/H_COMB. seq: * 

7 : /EMC_Celerra_SIDS3/ptodata/2/ina/PCTUS_COMB.seq: * 

8 : /EMC_Celerra_SIDS3/ptodata/2/ina/PP_C0MB. seq: * 

9 : /EMC_Celerra_SIDS3 /ptodata/2 / ina/RE_COMB . seq : * 

10 : /EMC_Celerra_SIDS3/ptodata/2/ina/backf ilesl . seq: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 
No. 



Score 



% 

Query 

Match Length DB 



ID 



Description 
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67, Appl 
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96, Appl 
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SCORE Search Results Details for Application 10 
Search Result us-10-615-005-3-rnpbri 

Score Home Paae Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10615005 and Search Result us-10-6: 
start 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence : 



June 29, 2006, 09:14:25 ; Search time 312.25 Seconds 

(without alignments) 
236.111 Million cell updates/sec 

US-10-615-005-3 
6 

1 ttgggg 6 



Scoring table: I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 

Searched: 18892170 seqs, 6143817638 residues 

Total number of hits satisfying chosen parameters: 37784340 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



Database : Published_Applications_NA_Main : * 

1 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US07_PUBCOMB. seq: * 

2 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US08_PUBCOMB. seq: * 

3 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US09A_PUBCOMB. seq: * 

4 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US09B_PUBCOMB. seq: * 

5 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US09C_PUBCOMB. seq: * 
6 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US10A_PUBCOMB. seq: * 
7 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US10B_PUBCOMB. seq: * 
8 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US10C_PUBCOMB. seq: * 
9 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US10D_PUBCOMB. seq: * 
10: /EMC_Celerra_SIDS3/ptodata/2/pubpna/US10E_PUBCOMB.seq: * 
11: /EMC_Celerra_SIDS3/ptodata/2/pubpna/US10F_PUBCOMB. seq: * 
12 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US10G_PUBCOMB. seq: * 
13 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/USllA_PUBC0MB.seq: * 
14 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/USllB_PUBC0MB. seq: * 
15: /EMC_Celerra_SIDS3/ptodata/2/pubpna/USllC_PUBC0MB.seq: * 
16 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/USllD_PUBCOMB. seq: * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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-/ 


fi 


100 


.0 


6 


9 


tto _ 1 H-77R-R1 R-7 
UO X U / / j"OiO~ / 


oecjuence / / Hppii 


1 0 


fi 


100 


.0 


8 


3 


TTQ-fiQ-R47-fi7fi-44 


oequence Ajppx 


1 1 


fi 


100 


.0 


8 


3 


TTQ-fiQ-7fifi-9R7-44 
uo \jy /uo £3j *±*± 


oecjuerice ^fi , /vpjpj. 




fi 


100, 


.0 


8 


3 


TTQ-0Q-47R-4Rfi-44 


oecjuence /\pp± 


1 1 

X J 


fi 

0 


100 


.0 


8 


3 


UO~ U;7 - O / O- Dfiy-D 


bequence d, Appii 


1 4 


fi 


100 


.0 


8 


6 


TTQ-1 H-D71 - R99A-7 

UO XU U/X O^Zn / 


Q a i q yi / A "»~v>"\ 1 t 

oecjueiice / / Appii 


x j 


fi 
U 


100 


.0 


8 


6 




Sequence 44, Appl 


J. D 


fi 


100, 


.0 


8 


6 


TTQ-1 0-f]9Q-RQR-77 


oecjuence j / , /\ppx 


1 7 


fi 
D 


100 


.0 


8 


6 




Sequence 44, Appl 


1 ft 


fi 


100. 


.0 


8 


6 


TTC-1 n-nR4-fi1 1 -44 


ocquence ^*^«/ ^PP- 1 - 


1 Q 
j. y 


fi 
D 


100. 


.0 


8 


7 


TTC-1 0_77fi_9fiR_41 


bequence ^x, Appx 


9 n 


fi 
D 


100, 


.0 


8 


7 


tto i n noi TQi 9 q 


Sequence 29, Appl 


Z. J. 


fi 
U 


100. 


.0 


8 


7 


ttc_ 1 0-riQI -9ft1 -96fl 
uo iv \jy ± & o ± zuu 


Qamionro 9 fi fi Ann 




fi 


100, 


.0 


8 


9 


TTC-I D-7Q7-4Q7-77 
uo iu~ i y o — *±y i s> 1 


bequence j / , /\ppx 


97 


fi 


100, 


.0 


8 


10 




oequciice d, nppi x 


94 
z. *± 


fi 


100, 


.0 


8 


10 


TTQ-1 n-fiQ0-QR4-7 


bequence / , /\ppxx 


9 R 


fi 


100, 


.0 


9 


3 


TTQ - 0 Q - Q fi - ^ R 7 - 4 0 


oequence ftu, /\ppx 


9fi 


fi 

o 


100, 


.0 


9 


3 


TTQ-DQ-QQD-1 R6-947R 


sequence z*t / d , /\p 


97 


fi 


100, 


.0 


9 


3 


TTQ-OQ-QQn-1 Rfi-9^H7 


sequence z ju / , /\p 


9ft 
^ o 


fi 


100, 


.0 


9 


3 


TTQ_nQ-QRQ-QQ4-947^ 


sequence zft/D, /\p 


99 


fi 


100, 


.0 


9 


3 


TTQ-nQ-QRQ-QQ4-9Rn7 
uo U-7 yoy yy*± z ju / 


sequence £DV / t Hp 


70. 


fi 
u 


100, 


.0 


9 


3 


TTQ - 0 Q - fl 7 6 - ^ 4 Q - 7 


sequence j , /\ppxx 


7 1 

J X 


fi 


100, 


.0 


9 


7 


TTQ-1 O-OQI - 9R1 - Q4 


sequence y*±, Appx 


79 


fi 


100, 


,0 


9 


7 


TTQ-1 0-979-Q9721-1 


sequence x , Appii 


77 


fi 


100. 


,0 


9 


8 


TTQ-1 fi-61 R-nnR-40 


sequence ^vj, /\ppx 


74 


fi 


100. 


.0 


9 


8 


TTQ-1 n-7QR-fi07-4D 


sequence ^ru, nppi 


7 R 

J J 


fi 


100. 


.0 


9 


8 


TTQ-1 n-7QQ-R7n-4D 

uo iu / yy o /u ^u 


sequence ^u, /\ppx 


7fi 


fi 


100. 


.0 


9 


16 


TTQ-1 1 - 99R-fiRfi-947R 

UO ±X 4Z J'DOO Zfi / J 


sequence zft/D, i\p 


77 


fi 


100. 


, 0 


9 


16 


TTQ— 1 1 _99R_fiRfi_9Qn7 


sequence zdu / , Ap 


7ft 


fi 
0 


100. 


,0 


9 


16 


TTQ— 1 1 — 9H9 — nnQ — 0 A7 El 


Sequence 2475, Ap 


7Q 


fi 


100. 


,0 


9 


16 


ttq_i i _ 9H9_nnQ — ocrn 


sequence zou/, Ap 


4 n 


fi 
D 


100. 


,0 


10 


3 


TTC-fiQ — HR7 1C1 in 

ub-uy-uj /- j Di-iu 


Sequence 10, Appl 


41 

fi X 


fi 
D 


100. 


0 


10 


3 


Uo uy-ij4- /dua-o / 


Sequence 67, Appl 


4 9 


fi 
O 


100. 


0 


10 


3 


tto HQ _ Q fiT _ 0*70 T 


Sequence 3, Appli 


47 


fi 
D 


100. 


0 


10 


6 


TTQ 1 fl H77 T /I C *3 A 


Sequence 34, Appl 


44 


fi 
D 


100. 


0 


10 


6 


ttq in mi i / c /ice 

Uo IU- Ujj _ ±4tD — 4tDO 


Sequence 456, App 


4^ 


fi 


100. 


0 


10 


6 


ttq - 1 n — n 7 7 - 1 a t; ci q 


sequence oiy , App 


46 


fi 


100. 


0 


10 


6 


TTQ-1 n-n77-14^-6RQ 

UO J. U Ujj 11j D03 


Qornionpo fi QQ Ann 

sequence oo? , App 


47 


6 


100. 


0 


10 


6 


US-10-033-145-845 


Sequence 845, App 


48 


6 


100. 


0 


10 


6 


US-10-033-145-1006 


Sequence 1006, Ap 


49 


6 


100. 


0 


10 


6 


US-10-033-145-1229 


Sequence 1229, Ap 


50 


6 


100. 


0 


10 


6 


US-10-033-145-1341 


Sequence 1341, Ap 


51 


6 


100. 


0 


10 


6 


US-10-033-145-1345 


Sequence 1345, Ap 


52 


6 


100. 


0 


10 


6 


US-10-033-145-1574 


Sequence 1574, Ap 


53 


6 


100. 


0 


10 


6 


US-10-033-145-1614 


Sequence 1614, Ap 


54 


6 


100. 


0 


10 


6 


US-10-033-145-1836 


Sequence 1836, Ap 


55 


6 


100. 


0 


10 


6 


US-10-033-145-1850 


Sequence 1850, Ap 
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SCORE Search Results Details for Application 
10615005 and Search Result us-10-615-005- 
3-rnpbn, 



Score Home 
Page 



Retrieve Application 
List 



SCORE System 
Overview 



SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 10615005 and Search Result us-10-6: 

005-3. rnpbn. 

start 

Go Back to previous p 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence: 



June 29, 2006, 09:33:22 ; Search time 272.75 Seconds 

(without alignments) 
26.013 Million cell updates/sec 

US-10-615-005-3 
6 

1 ttgggg 6 



Scoring table: I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 



Searched: 



809770 seqs, 591248006 residues 



1619540 



Database 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 

Published_Applications_NA_New: * 

1: /EMC_Celerra_SIDS3/ptodata/l/pubpna/US09_NEW_PUB.seq: * 

2 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/US06jtfEW_PUB.seq: * 

3 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/US07_NEW_PUB.seq: * 

4 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/US08_NEW_PUB.seq: * 

5 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/PCT_NEW_PUB. seq: * 

6 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/US10_NEW_PUB.seq: * 

7: /EMC_Celerra_SIDS3/ptodata/l/pubpna/USll_NEW_PUB.seq: * 

8: /EMC_Celerra_SIDS3/ptodata/l/pubpna/US60_NEW_PUB.seq: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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T\T/-\ 

INO . 


Score 


Match 


Length DB 


ID 








Description 




1 
X 


c 
D 


100. 


0 


10 


6 


TTO 


iu- 


DZ4t 


_ A 1 0 1 O 
_ 4toZ -XoZ 


Sequence 


182, App 




z 


D 


100. 


0 


10 


6 






KOA 


-410 _CCQ 
41 -5Z - DDy 


Sequence 


559, App 




*3 

J 


D 


100. 


0 


10 


6 


TTC? 


lU- 


OZ4 


AID CI 1 
-41JZ-OXX 


Sequence 


811, App 




/I 

44 


C 
D 


100. 


0 


10 


7 




ii 
1 ± 


Z o / 


— U J J —0 


Sequence 


8, Appli 


c 


c 
D 


D 


100. 


0 


10 


7 


TTC 
Ub 


1 1 
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' Z O / 


_ ACQ _Q 

— ud j —y 


Sequence 


9, Appli 




0 


c 
0 


100. 


0 


10 


7 


TTC 

Ub 


1 1 
XX - 


z O / 


ACT I A 

U D j — X U 


Sequence 


10, Appl 


c 


/ 


D 


100. 


0 


10 


7 


TTC 

Ub 


1 1 

xx- 


0 Q 1 
Zo / 


ART 1 1 
Ujj -XX 


Sequence 


11, Appl 




Q 

O 


D 


100. 


0 


10 


7 


TTC 
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1 1 
XX- 


Zo / 


ART 1 0 
- UD J - XZ 


Sequence 


12, Appl 
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y 


c 
0 
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0 


11 


7 
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1 Rft 
X D 0 


_9 AQ -4 
z uy 4i 


Sequence 


4, Appli 
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D 


100. 


0 


11 


7 


TTC — 

Ub 


1 1 
XX - 


1 RQ 
X Do 


0 AQ - 1 A 

-z uy - x u 


Sequence 


10, Appl 




1 1 
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D 


100. 


0 


11 


7 


TTC — 

U b 


.11 
11- 


1 c:q 
X Do 


_ n n Q _ 1 0 R 

- z uy — x z d 


Sequence 


125, App 


c 


1 9 

± z 


D 


100. 


0 


11 


7 


TTC _ 
Ub 


.11- 
11" 


,1 RQ 
X Do 


-0 AQ _1 Q/l 

— z uy — x o4t 


Sequence 


184, App 






£T 

D 
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0 


11 


7 


TTC — 
Ub 


1 1 
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1 Rfl 
X Do 


O AQ 0 A A 

-z uy -z uu 


Sequence 


200, App 


c 


1 A 

J. 44 


c 
0 


100. 


0 


11 


7 


TTC - 

Ub 


11- 
11 


1 co 
X D O 


_0 AQ _9 CC 

zuyzoD 


Sequence 


265, App 


c 


1 R 

J. D 


O 


100. 


0 


11 


7 


TTC 

Ub - 


11- 
11 - 


1 RQ 
XDO 


_0 AQ -1 AO Q 

—zuyxuzo 


Sequence 


1028, Ap 


c 


X D 


c 
O 


100. 


0 


11 


7 


TTO 

Ub - 


I 1 

II - 
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XDo 


0 a q 1 ni/i 
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Sequence 


1034, Ap 






D 


100. 


0 


11 


7 
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O A Q 1 1 0 A 

-zuy -x jz u 


Sequence 


1320, Ap 
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1 Q 
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100. 


0 
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7 
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Sequence 


534, App 
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Sequence 


219, App 
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16 
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R1 1 
DX / 
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Sequence 


1587, Ap 




z X 


D 
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0 


16 
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Ub - 
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xu - 


DX / 


/l /l 1 1 R Q Q 
-4t4tl-lDoo 


Sequence 


1588, Ap 




o 0 
z z 


D 


100. 


0 


16 


6 


TTO 

Ub - 


1 n 
xu - 


R1 1 
DX / 


A A 1 1 OQQ 

-4t4i-i /y O 


Sequence 


1798, Ap 




O 7 
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D 


100. 


0 


16 


6 


TTO 

Ub - 
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xu- 


DX / 


//l 1 Q Q/l 
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Sequence 


1884, Ap 
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D 
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0 
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xu - 
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DX / 
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Sequence 


1924, Ap 
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- y D J - D 


Sequence 


5, Appli 




O C 
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16 


6 


TTO 
Ub~ 


1 o 
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-y Do -11 


Sequence 


11, Appl 
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Z / 


O 


100. 


0 


16 
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Ub 
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Sequence 


13, Appl 
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Q R 1 01 
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2 1 , Appl 
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Sequence 


26, Appl 
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0 


16 
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Sequence 


3 8 , Appl 
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R1 /l 
DX41 
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Sequence 


55, Appl 
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/l Q id 


CCQD 01 

- DDoi5- Z 1 


Sequence 


21, Appl 
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Sequence 


1634, Ap 
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DX / 
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Sequence 


1844, Ap 
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Sequence 


1922, Ap 
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Sequence 
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Sequence 


13, Appl 
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Sequence 


437, App 
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Sequence 


446, App 
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Sequence 


502, App 
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Sequence 


565, App 
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Sequence 


662, App 
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Sequence 


82, Appl 
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Sequence 


83, Appl 


c 


/l R 
4 D 


D 


100. 


0 


17 


7 


TTO 

Ub ~ 


1 1 
11- 


O Q 1 

zy / 


q 1 a 1 a 
-olU-lb 


Sequence 


1 6 , Appl 
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Sequence 


72, Appl 


c 


/I O 
4 1 


D 
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Sequence 
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Sequence 
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Sequence 


123, App 
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Sequence 


227, App 
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D 


100. 


0 
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"3 O O O 1 
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Sequence 


23, Appl 


c 
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US" 


1 A 
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Dl / 


-441-zlo 


Sequence 


218, App 




C "i 
D j 


b 


100. 


0 


18 


6 


US - 


1 A 
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C 1 T 

DlV 
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Sequence 


1284, Ap 




R/i 
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CI T 
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Sequence 


1318, Ap 
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Sequence 


1350, Ap 
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Sequence 


1446, Ap 
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100. 


0 


18 


6 
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Sequence 


1479, Ap 
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6 
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Sequence 


1480, Ap 
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Sequence 


1724, Ap 
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Overview 
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This page gives you Search Results detail for the Application 10615005 and Search Result us-10- 

615-005-3. rst. 

start 

Go Back to previous page 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: June 29, 2006, 09:05:40 



Search time 919.25 Seconds 
(without alignments) 
364.989 Million cell updates/sec 



Title: 

Perfect score: 
Sequence: 



US-10-615-005-3 
6 

1 ttgggg 6 



Scoring table: I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1 . 0 



Searched: 



48236798 seqs, 27959665780 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



96473596 



Database : 



EST: * 



1 




gb_estl : * 


2 




gb_est3 : * 


3 




gb_est4 : * 


4 




gb_est5 : * 


5 




gb_est6 : * 


6 




gb_htc : * 


7 




gb_est2 : * 


8 




gb_est7 : * 


9 




gb_est8 : * 


10: 


gb_est9 : * 


11: 


gb_gssl : * 


12: 


gb_gss2 : * 


13: 


gb_gss3 : * 


14: 


gb_gss4 : * 



Pred. No. is the number of results predicted by chance to have a 
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score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 
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.0 


16 


14 


A TQA 0 7 7 C\ 
Au 0 ft U / jU 


AUOftU/jU AlaDlQOpS 




1 1 

1 X 


D 


100, 


.0 


16 


14 


A rp ttC 0 CCTO 


au DZDbzz Araoiaops 


c 


1 7 
1 z 


D 


100. 


.0 


17 


3 


uyDoy y b 0 


DyDc5yybo ouxo/xy u 




1 

J.J 


c 
D 


100. 
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1 
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c 
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1 
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c 
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AX bftx b D U 


AXbftxbDU rczzaux.x 
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9 
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100. 


,0 


20 


11 


AZ391065 


AZ391065 1M0152H20 
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SCORE Search Results Details for Application 
10615005 and Search Result us-10-615-005- 
5-rge, 



Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 10615005 and Search Result us-10- 

615-005-5. rge. 

start 

Go Back to previous page 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 

Run on: June 29, 2006, 07:33:17 ; Search time 8113.04 Seconds 

(without alignments) 
9955.034 Million cell updates/sec 

US-10-615-005-5 
Perfect score: 1263 

1 atggcctcccgtaaacgcaa acttgggcagaggcagctga 12 63 



Title: 
Perf ec 
Sequence: 

Scoring table 
Searched: 



I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 

6366136 seqs, 31973710525 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



12732272 



Database 



GenEmbl : * 



1 




gb_env : 


★ 


2 




gb_pat : 


* 


3 




gb_j?h : * 




4 




gb_pl : * 




5 




gb_pr : * 




6 




gb_ro : * 




7 




gb_sts : 


★ 


8 




gb_sy : * 




9 




gb_un : * 




10 


gb_vi : 


★ 


11 


gb_ov : 


★ 


12 


gb_htg 


: * 


13 


gb_in : 


* 


14 


gb_om : 


★ 


15 


gb_ba : 


★ 
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Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 
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Apl C. H 9 Q A Pi no m 

av^xo / / oft Glycine m 


9 9 
Z Z 


79 A 9 
j Z ft . Z 


25. 


.7 


1 7i;cn4 

X / D O U ft 


1 9 
XZ 


API R71 fil 
AV^ X 3 j X D X 


API mi fil Pl\/r"ino m 

aux3jX0X oiycine m 


9 1 
Z J 


9 Q ft £ 
ZOO . D 


22. 


.9 


Q1 TQ 

27 X 0 27 


9 
Z 


atd9^A 7ft*7 
AKZ Oft J O 1 


SCO C A TQT C7 q r^-i .anna 

akz Oft jo / oequence 


9 A 
Z ft 


9 ft ft 
Z 00 . 0 


22. 


.9 


Q 1 7 Q 

27 X 0 27 


9 


ADA Q A ft £ 9 
AKfty ftOOz 


AKftyftooz oequence 


9 R 
Z 3 


9ftft G 
Z O O . O 


22. 


,9 


Q1 TQ 

27 X J 27 
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,2 
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ft 0 U 27 


9 
Z 
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AKft 2? ft O 0 X 


AKftyftoox oequence 


71 
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9. 


,2 
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ft 0 U 27 


9 
Z 
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AK / / 27 Z U X 
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ak / /yzux oequence 
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7. 


,1 
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X U ft 0 Z 


9 
Z 
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,1 
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z 


AKfty 4ob J 


AK4y4ob3 sequence 


34 


89.6 


7. 


,1 


10482 


2 


AR779203 


AR779203 Sequence 


35 


87.6 


6. 


.9 


10510 


4 


AF186186 


AF186186 Glycine m 


36 


70 


5. 


,5 


175504 


12 


AC153161 


AC153161 Glycine m 


37 
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4. 


7 
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2 


AX655393 


AX655393 Sequence 


38 


49.8 


3. 


9 


139267 


4 


AC144592 


AC144592 Medicago 


39 


48.2 


3 . 


8 


7218 


2 


166494 


166494 Sequence 14 


40 


46.8 


3. 
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125020 
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AF429315 


AF429315 Homo sapi 
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43.6 
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AL139423 Human DNA 
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3, 
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2000 


2 
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AX655393 Sequence 


43 
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3. 


3 


110000 


15 


CP000143_16 


Continuation (17 o 


44 


42 


3. 


,3 


163144 


12 


AL365399 


AL3 65399 Homo sapi 


45 


42 


3. 


3 


192628 


6 


AC160946 


AC160946 Mus muscu 



ALIGNMENTS 



RESULT 1 
AR264377 
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SCORE Search Results Details for Application 
10615005 and Search Result us-10-615-005- 
S.rng. 

Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 10615005 and Search Result us-10- 

615-005-5.rng. 

start 

Go Back to previous pag e 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence: 



June 29 , 2006, 07:26:47 ; Search time 1028.27 Seconds 

{without alignments) 
8563.880 Million cell updates/sec 

US-10-615-005-5 
1263 

1 atggcctcccgtaaacgcaa acttgggcagaggcagctga 1263 



Scoring table: I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 



Searched: 



5244920 seqs, 3486124231 residues 



Total number of hits satisfying chosen parameters: 



10489840 



Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



Database : N_Geneseq_8 : * 

1: geneseqnl980s: * 

2: geneseqnl990s : * 

3: geneseqn2000s : * 

4: geneseqn2001as : * 

5 : geneseqn2001bs : * 

6: geneseqn2002as : * 

7 : geneseqn2002bs : * 

8: geneseqn2003as : * 

9 : geneseqn2 003bs : * 
10 : geneseqn2003cs : * 
11: geneseqn2003ds : * 
12 : geneseqn2004as : * 
13 : geneseqn2004bs : * 
14: geneseqn2005s : * 
15: geneseqn2006s : * 
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Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 



MO . 


Score 


Match 
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UD 
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1 
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AA£ J bz bb 
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.0 
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J 
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■J 
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99 


.1 
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1 J 0 z 
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J bz / o 


Aazjbz/o boyoean r 


A 
4 
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99 


.1 
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*3 
J 
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aaZjj bz / z 


AazJbz/z boyoean r 


C 

D 
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51 


.4 


Q P9 Q 

y oz y 


"3 
J 


a a "77 R97 1 
AAZi j bz / 1 


Aazjbz/i boyoean r 


c 
0 


9 Q Q £ 
ZOO. D 


22 


.9 


Q 1 7 Q 

y lo y 


-2 
J 


AA"77R77/1 

AAZi j b Z / 4 


Aazobz /4 soyoean r 


7 




9 


.2 


4 o uy 


-5 


AA"77C777 


Aazobz/j soyoean r 


Q 

o 


q q a 
oy . o 


7 


.1 


1 n >i q 9 
1 U4oz 


■J 


AAiJOz / b 


Aazjbz/b soyoean r 


Q 

y 


C Q 

by 


4, 


.7 


z UUU 


Q 
O 


A TV A 1 1 Q "3 O 

ADA / 1 y J o 
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1U 


CI Q 

bl . o 


4 


.1 
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M4 


1 j 


ADT1 /yi4 
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1 1 
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yl 7 Q 
4z . O 


3 


.4 


z UU U 


Q 
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SCORE Search Results Details for Application 
10615005 and Search Result us-10-615-005- 

S.rni. 
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This page gives you Search Results detail for the Application 10615005 and Search Result us-10- 
615-005-5.rni. 

start 



Go Back to previous page 



OM nucleic 
Run on: 

Title: 

Perfect score: 
Sequence: 

Scoring table: 
Searched: 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



nucleic search, using sw model 

June 29, 2006, 08:22:58 ; Search time 304.584 Seconds 

(without alignments) 
7758.826 Million cell updates/sec 



US-10-615-005-5 
1263 

1 atggcctcccgtaaacgcaa . 



. acttgggcagaggcagctga 1263 



IDENTITY_NUC 

Gapop 10.0 , Gapext 1 . 0 

1403666 seqs, 935554401 residues 



2807332 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



Database : Issued_Patents_NA: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/ina/l_COMB. seq: 

2 : /EMC_Celerra_SIDS3/ptodata/2/ina/5_C0MB. seq: 

3 : /EMC_Celerra_SIDS3/ptodata/2/ina/6A_C0MB.seq 

4: /EMC_Celerra_SIDS3/ptodata/2/ " 

5: /EMC_Celerra_SIDS3/ptodata/2/ 

6 : /EMC_Celerra_SIDS3/ptodata/2/ 

7 : /EMC_Celerra_SIDS3/ptodata/2/ 

8 : /EMC_Celerra__SIDS3/ptodata/2/ 

9 : /EMC_Celerra_SIDS3 /ptodata/2 / 

10: /EMC_Celerra_SIDS3/ptodata/2 



ina/6B_C0MB.seq: * 
ina/7_COMB. seq: * 
ina/H_COMB. seq: * 
ina/PCTUS_COMB. seq: * 
ina/PP_COMB. seq: * 
ina/RE_COMB. seq: * 
/ina/backf ilesl . seq: 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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ALIGNMENTS 



RESULT 1 
US-09-322-478-5 

; Sequence 5, Application US/09322478 
; Patent No. 6331662 
; GENERAL INFORMATION: 
; APPLICANT: Wright, David A. 
APPLICANT: Voytas, Daniel F. 
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SCORE Search Results Details for Application 
10615005 and Search Result us-10-615-005- 
S.rnpbm, 
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This page gives you Search Results detail for the Application 10615005 and Search Result us- 10- 

615-005-5. rnpbm. 

start 

Go Back to previous page 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence: 

Scoring table: 



Searched: 



June 29, 2006, 08:36:14 ; Search time 2264.18 Seconds 

(without alignments) 
6854.257 Million cell updates/sec 

US-10-615-005-5 
1263 

1 atggcctcccgtaaacgcaa acttgggcagaggcagctga 1263 

I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1 . 0 

18892170 seqs, 6143817638 residues 



Total number of hits satisfying chosen parameters: 



37784340 



Minimum DB seq length: 
Maximum DB seq length: 



0 

2000000000 



Post-processing: 



Database 



Minimum Match 0% 
Maximum Match 100% 
Listing first 45 summaries 

Published_Applications_NA_Main : * 



1 
2 
3 
4 
5 
6 
7 
8 
9 

10 
11 
12 
13 
14 
15 
16 



/EMC_Celerra_SIDS3 /ptodata/2 /pubpna/US07_PUBCOMB . seq : * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US08_PUBCOMB.seq: * 
/EMC_Celerra_SIDS3 /ptodata/2 /pubpna/US09A_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3 /ptodata/2 /pubpna/US09B_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US09C_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10A_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10B_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10C_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10D_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10E_PUBCOMB.seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10F_PUBCOMB.seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10G_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllA_PUBC0MB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllB_PUBC0MB.seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllC_PUBC0MB.seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllD_PUBC0MB. seq: * 
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Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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SCORE Search Results Details for Application 
10615005 and Search Result us-10-615-005- 

5.rnpbn. 



Score Home 
Page 



Retrieve Application 
List 



SCORE System 
Overview 



SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 10615005 and Search Result us-10- 

615-005-5. rnpbn. 

start 

Go Back to previous pag 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence : 

Scoring table: 



Searched: 



June 29, 2006, 08:51:49 ; Search time 190.068 Seconds 

(without alignments) 
7857.686 Million cell updates/sec 

US-10-615-005-5 
1263 

1 atggcctcccgtaaacgcaa acttgggcagaggcagctga 1263 

IDENTITY_NUC 

Gapop 10.0 , Gapext 1.0 



809770 seqs, 591248006 residues 



1619540 



Database 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 

Published_Applications_NA_New: * 

1 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/US09_NEW_PUB. seq: * 

2 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/US06_NEW_PUB. seq: * 

3 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/US07_NEW_PUB. seq: * 

4 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/US08_NEW_PUB. seq: * 

5 : /EMC_Celerra__SIDS3/ptodata/l/pubpna/PCT_NEW_PUB. seq: * 

6 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/US10_NEW_PUB. seq: * 

7 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/USll_NEW_PUB. seq: * 

8 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/US60„NEW_PUB. seq: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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ALIGNMENTS 



RESULT 1 

US-11-197-712-23 

; Sequence 23, Application US/11197712 
; Publication No. US20060130160A1 
; GENERAL INFORMATION: 

APPLICANT: Dumas Milne Edwards, Jean Baptiste 
; APPLICANT: Bougueleret, Lydie 

APPLICANT: Jobert, Sever in 
; TITLE OF INVENTION: FULL-LENGTH HUMAN cDNAs ENCODING POTENTIALLY SECRETED PROTEINS 
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Retrieve Application 
List 



SCORE System 
Overview 



SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 10615005 and Search Result us- 10- 

615-005-5. rst. 

start 



Go Back to previous page 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: 



Title: 



June 29, 2006, 08:09:33 



US-10-615-005-5 



Search time 8142.5 Seconds 
(without alignments) 
8673.762 Million cell updates/sec 



Perfect score: 1263 

Sequence: 1 atggcctcccgtaaacgcaa . 



. acttgggcagaggcagctga 1263 



Scoring table: I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1 . 0 



Searched: 



48236798 seqs, 27959665780 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



96473596 



Database : 



EST: * 



1 
2 
3 
4 
5 
6 
7 
8 
9 

10 
11 
12 
13 
14 



gb_estl : * 
gb_est3 : * 
gb_est4 : * 
gb_est5 : * 
gb_est6 : * 
gb_htc : * 
gb_est2: * 
gb_est7 : * 
gb_est8 : * 
gb_est9 : * 
gb_gssl : * 
gb_gss2 : * 
gb_gss3 : * 
gb_gss4 : * 



Pred. No. is the number of results predicted by chance to have a 
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score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 



c 


1 


612 


.2 


48 


.5 


933 


12 


CG818635 


CG818635 


SOYAA85TV 


c 


2 


483 


38 


.2 


928 


13 


CZ499876 


CZ499876 


GMW2-5J5a 




3 


380 


.8 


30 


.2 


465 


13 


CL880740 


CL880740 


abf46c09. 




4 


360 


.6 


28 


.6 


485 


13 


CL880212 


CL880212 


abf43f05. 




5 


321 


.6 


25 


. 5 


496 


13 


CL897205 


CL897205 


abg43a02 . 




6 


319 


.8 


25 


.3 


920 


13 


CZ499391 


CZ499391 


GMW2-14E1 


c 


7 


309 


.2 


24 


.5 


460 


13 


CL882747 


CL882747 


abf57g05. 


c 


8 


298 


23 


.6 


488 


13 


CL880689 


CL880689 


abf46c09. 




9 


288, 


.2 


22 


.8 


920 


13 


CZ513996 


CZ513996 


GMW2-85M2 




10 


288 


22 


.8 


392 


13 


CL882553 


CL882553 


abf57g05. 


c 


11 


278 


.8 


22 


.1 


966 


13 


CZ522202 


CZ522202 


GMW2-75G1 


c 


12 


275, 


.2 


21 


.8 


484 


13 


CL897204 


CL897204 


abg43a02 . 




13 


274, 


.4 


21, 


.7 


935 


13 


CZ511050 


CZ511050 


GMW2-36K6 


c 


14 


265, 


.2 


21, 


.0 


915 


13 


CZ518211 


CZ518211 


GMW2-84B6 


c 


15 


263, 


.2 


20 


.8 


876 


12 


CG825907 


CG825907 


SOYCB63TH 




16 


262, 


.8 


20 


.8 


406 


13 


CL878832 


CL878832 


abf27h03. 


c 


17 


251 


19, 


.9 


924 


13 


CZ501019 


CZ501019 


GMW2-27N3 




18 


246, 


.8 


19, 


.5 


604 


11 


AZ221491 


AZ221491 


Gm_UMb001 


c 


19 


241 


19, 


.1 


412 


13 


CL880213 


CL880213 


abf43f05. 


c 


20 


239. 


.2 


18, 


.9 


912 


13 


CZ505298 


CZ505298 


GMW2-19G5 


c 


21 


234, 


.2 


18, 


.5 


912 


13 


CZ514763 


CZ514763 


GMW2-83A6 


c 


22 


232, 


,6 


18, 


.4 


. 912 


13 


CZ499932 


CZ499932 


GMW2-1702 


c 


23 


231. 


.4 


18 


.3 


930 


13 


CZ505975 


CZ505975 


GMW2-21J2 




24 


231. 


.4 


18, 


.3 


935 


•13 


CZ499877 


CZ499877 


GMW2-5L15 




25 


228 


18. 


,1 


905 


12 


CG824141 


CG824141 


SOYEU70TH 




26 


226. 


,4 


17. 


.9 


927 


13 


CZ506659 


CZ506659 


GMW2-2P10 


c 


27 


225. 


.4 


17. 


,8 


937 


12 


CG815341 


CG815341 


SOYEV14TH 




28 


220. 


.4 


17. 


.5 


919 


13 


CZ501359 


CZ501359 


GMW2-9Jla 


c 


29 


220. 


.4 


17. 


.5 


928 


13 


CZ515402 


CZ515402 


GMW2-84I1 




30 


219. 


.2 


17. 


.4 


892 


12 


CG818454 


CG818454 


SOYFB78TV 




31 


218. 


.2 


17. 


.3 


917 


13 


CZ514529 


CZ514529 


GMW2-40D1 




32 


217. 


, 4 


17. 


.2 


912 


13 


CZ522503 


CZ522503 


GMW2-82C1 


c 


33 


214, 


.2 


17. 


.0 


918 


12 


CG824744 


CG824744 


SOYAC15TH 


c 


34 


212. 


.4 


16. 


.8 


924 


13 


CZ527282 


CZ527282 


GMW2-143P 




35 


211. 


.2 


16. 


.7 


486 


13 


CL885646 


CL885646 


abf73f09 . 




36 


211. 


,2 


16, 


.7 


950 


13 


CZ498565 


CZ498565 


GMW2-9E10 




37 


207. 


.4 


16. 


.4 


433 


13 


CL888502 


CL888502 


abf91c09 . 


c 


38 


206. 


,2 


16. 


.3 


901 


13 


CL867806 


CL867806 


Gma_01_Fl 




39 


205. 


,8 


16, 


.3 


928 


13 


CZ519732 


CZ519732 


GMW2-61B1 




40 


200. 


8 


15. 


.9 


657 


12 


CG815752 


CG815752 


SOYFH77TV 




41 


200. 


,4 


15. 


.9 


914 


12 


CG815760 


. CG815760 


SOYDF81TH 


c 


42 


196. 


,8 


15. 


.6 


310 


13 


CL878833 


CL878833 


abf 27h03 . 


c 


43 


196 


15. 


,5 


773 


12 


CG813601 


CG813601 


SOYAJ37TH 


c 


44 


196 


15. 


5 


856 


12 


CG821396 


CG821396 


SOYAN10TV 




45 


195. 


4 


15. 


,5 


493 


13 


CL900233 


CL900233 


abg58h01. 



ALIGNMENTS 



RESULT 1 
CG818635/C 

LOCUS CG818635 933 bp DNA linear GSS 18-NOV-2003 



http://es/ScoreAccessWeb/GetItem.action?AppId=10615005&seqId=549983&Item 8/17/2006 



SCORE Search Results Details for Application 10615005 and Search Result us-10-615-0... Page 1 of 20 



SCORE Search Results Details for Application 
10615005 and Search Result us-10-615-005- 
9,rge, 

Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 10615005 and Search Result us-10- 

615-005-9.rge. 

start 

Go Back to previous page 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence : 



June 29, 2006, 07:33:17 ; Search time 3873.45 Seconds 

(without alignments) 
9955.034 Million cell updates/sec 

US-10-615-005-9 
603 

1 tgtgataaatgccagagaac tcaagttgctcaactttgac 603 



Scoring table: I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 



Searched: 



6366136 seqs, 31973710525 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



12732272 



Database 



GenEmbl : * 



1 
2 
3 
4 
5 
6 
7 
8 
9 

10 
11 
12 
13 
14 
15 



gb_env : * 
gb_pat : * 
gb__ph : * 
gb_pl : * 
gb_pr : * 
gb_ro : * 
gb_sts : * 
gb_sy : * 
gb_un : * 
gb_vi : * 
gb_ov : * 
gb_htg : * 
gb_in: * 
gb_om : * 
gb_ba : * 
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Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 





NO . 


Score 


Match 


Length 


Do 


XU 


Description 




1 
X 


CAT 


100 


.0 


fi n i 
DUj 


9 
Z 


AKZ D 4 j / y 


AKZD4j/y sequence 




z 


£ fi9 


100 


.0 


DUj 


Z 


AK4 y 4o D4 


AK4y4oj4 oecjuence 




J 


£ m 

DUj 


100 


.0 


DUj 


Z 


AK / / y X y 4 


ak / /i7xy4 oecjuence 




A 
4 


fi fi9 
DUj 


100, 


.0 


1 9 9 Q fi 
X Z Z O D 


z 


A "D 9 £ /I 9 Q 9 

AKZ D 4 j o J 


AKZD4JOJ oecjuence 




C 

J 


DUj 


100, 


.0 


1 9 9 Q fi 
XZ ZOO 


9 
Z 


AK4 y 4 O j o 


AK4y4oDo oecjuence 




0 


DUj 


100, 


.0 


1 9 9 Q fi 
XZ Z o o 


Z 


&T577Q 1 QQ 

ak / / y xy o 


ak / /yxyo becjuence 




7 
1 


Rfi fi 9 
jD D . Z 


93 


.9 


fi A"* 
DUj 


9 
Z 


A 139 d A A Afi 
AKZ D44 UU 


AD9fi / / C\ fi O q /~n ionr<n 

AKZD44UU oecjuence 




o 

o 


fi fi 9 
J 0 0 . z 


93 


.9 


DUj 


Z 


AT3/1Q/1Q9 R 
AK4 y 4 O / j 


AKfij^o/j oequence 




Q 


t; fi fi o 

j D D . Z 


93 


.9 


fi fi"3 
DUj 


9 
Z 


1137 n Q 9 1 c 

AK / /yzxo 


AK//yzxD bequence 




1 fi 
1 U 


j D D . Z 


93, 


.9 


a fi n q 
4 d uy 


Z 


ai?9fi/l 9 Qfi 
AKZ D 4 J O D 


akzd4jod becjuence 




1 1 


c fi fi o 

D D 0 . Z 


93, 


.9 


A fi fi Q 

4 Duy 


Z 


AK4y 4oDX 


AK4y4oDX becjuence 




1 9 

XZ 


c fi fi o 
j D D . Z 


93 


.9 


4 d uy 


Z 


AD77QOm 

AK / / y z ux 


ak / /yzux becjuence 






C fi fi 0 

j D D . Z 


93, 


.9 


O J / J 


4 


ATI Q/T1 Q/l 

AT X oDXo4 


ArXoDXo4 tjXycine m 




1 A 
X4 


C/1 9 / 

D4Z . 4 


90, 


.0 


1 9 C*7 1 
Xz D / X 


Z 


ATD9 C A "3 Q C 

AKZD4 j o j 


AKZD4JOJ becjuence 






j4Z . 4 


90, 


.0 


1 9 C"71 

XZ j / X 


Z 


AK4y4obU 


AK4y4oDU becjuence 




1 fi 
1 D 


^A 9 /I 
04Z . 4 


90, 


.0 


Xz j / X 


z 


jinTTQ 9 fifi 

AK / / y Z UU 


A'D r 7 r 7Q9fifi Cof^nionno 

AK//yzuu becjuence 




1 "7 
X I 


j4Z . 4 


90 


.0 


1 9 Q Q fi 
XZ OO D 


/I 
4 


At X o DX O j 


ArXoDXoj biycme in 




1 Q 

io 


D j U . o 


88. 


.0 


Q Q9 Q 

y oz y 


0 
Z 


A"D9 C/l IQ/I 

AKZ D4 J o4 


akzd4jo4 becjuence 




xy 


J J U . o 


88, 


.0 


y ozy 


Z 


AR4y4oby 


AR4y4oby Sequence 




9 A 
ZU 


j j U . o 


88, 


.0 


y ozy 


z 


ak / /y xyy 


AK//yxyy bequence 




9 1 
Z 1 


j j U . o 


88. 


.0 


XUXz o 


4 


AFXoDXoZ 


ArXoDXoz GXycine m 




9 9 
Z Z 


1 fi n /i 
JDU . 4 


59, 


.8 


XU4oZ 


z 


AT59 d A "5 Q Q 

AKZ b4 J o o 


AKZD4JOO bequence 




9 "3 
Z J 


JDU . 4 


59. 


.8 


i ft/OO 

XU4oZ 


Z 


AR4 y 4 o b j 


AR4y4ofaj bequence 




9 ^ 

Z4 


"j fi n ^ 
jD U . 4 


59. 


.8 


1 AVI Q 9 

XU4oZ 


z 


AK / / y Z U J 


AK//yzuj becjuence 




9 c; 
Z D 


"j fi n /t 
j D u . 4 


59. 


.8 


XU DXU 


4 


Ar X o D X o D 


ArXoDXoD biycine m 




0 fi 
Z 0 


j4y . z 


57, 


.9 


1 fi Q 

X j j XU o 


1 9 

XZ 


ATDfifi9R9Q 

AFUU / OZ o 


afuu/jZo XjOuus cor 




Z / 


"1 /l "7 fi 
j4 / . D 


57, 


.6 


O 9 9 Q 1 

yzzox 


4 


A Ofi fi A Q Q £T 

AFUU4 oy D 


AFUU4oyD XjOlus cor 


c 


Z O 


J j X . 0 


55. 


.0 


OD U4 D 


1 9 
XZ 


•Hnnri 9011 
AFUU / 0 X j 


afuu/oXj Liocus cor 




9 Q 

z y 


T)7 9 
JZ / . Z 


54. 


.3 


Q 1 9 Q 

y x j y 


Z 


AT39fi/l 

AKZ D4 J 0 / 


AKZD4JO/ bequence 




9 fi 


o o *7 9 

J z / . z 


54. 


.3 


y x j y 


Z 


AR4y 4 0 DZ 


AR4y4oDz bequence 




J 1 


9 9 9 0 
JZ / . Z 


54. 


.3 


Q 1 9 Q 

y x j y 


Z 


A'D'7 r 7Q9fi9 

AK / / y zuz 


A'D r 7 r 7Q9fiO Carniomon 

ak / /yzuz bequence 




"3 9 


9 9 *7 9 
JZ / . Z 


54. 


.3 


X j D j / 


/i 
4 


Ab XoDXob 


AbXoDXoj oxycxne m 


c 




79 ^ 9 
J Z j » z 


53, 


.9 


1 1 9 79 fi 

1 X Z J Z D 


1 9 
X Z 


Apl 9 7 R79 
AL. X Z j D / j 


AV^XZjj/j WcUlCayO 




34 


323.8 


53. 


.7 


87899 


12 


AC166090 


AC166090 Glycine m 


c 


35 


323.6 


53, 


,7 


127336 


12 


AC148446 


AC148446 Medicago 


c 


36 


322 


53. 


.4 


136557 


4 


CR962128 


CR962128 Medicago 




37 


319.8 


53. 


.0 


90627 


4 


AP000411 


AP000411 Arabidops 




38 


315. 6 


52. 


,3 


125364 


12 


AC175087 


AC175087 Glycine t 




39 


314 


52, 


.1 


138846 


4 


AC140850 


AC140850 Medicago 


c 


40 


314 


52. 


.1 


138853 


4 


AC148291 


AC148291 Medicago 




41 


308.6 


51. 


.2 


118986 


4 


AC007534 


AC007534 Genomic s 


c 


42 


307 


50. 


.9 


82451 


4 


AB073160 


AB073160 Arabidops 




43 


306 


50. 


.7 


79604 


12 


AC166911 


AC166911 Glycine t 


c 


44 


305.4 


50. 


.6 


77287 


4 


AB026642 


AB026642 Arabidops 


c 


45 


303.8 


50. 


.4 


85962 


4 


AB046431 


AB046431 Arabidops 



ALIGNMENTS 

RESULT 1 
AR264379 
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SCORE Search Results Details for Application 
10615005 and Search Result us-10-615-005- 
9,rng, 

Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 10615005 and Search Result us-10- 

615-005-9.rng. 

start 

Go Back to previous pag e 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 

Run on: June 29, 2006, 07:26:47 ; Search time 490.93 Seconds 

(without alignments) 
8563.880 Million cell updates/sec 

Title: US-10-615-005-9 
Perfect score: 603 

Sequence: 1 tgtgataaatgccagagaac tcaagttgctcaactttgac 603 

Scoring table: I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 

Searched: 5244920 seqs, 3486124231 residues 

Total number of hits satisfying chosen parameters: 10489840 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 

Database : N_Geneseq_8 : * 

1: geneseqnl980s : * 

2: geneseqn!990s: * 

3: geneseqn2 000s : * 

4: geneseqn2 001as : * 

5: genes eqn2 00 lbs : * 

6: geneseqn2 002as : * 

7 : geneseqn2002bs : * 

8: geneseqn2 003as : * 

9 : geneseqn2 003bs : * 

10: geneseqn2003cs : * 

11: geneseqn2003ds : * 

12: geneseqn2 004as : * 

13 : geneseqn2004bs : * 

14: geneseqn2005s : * 

15: geneseqn2006s : * 
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Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 





NO . 


Score 


Match 


Length DB 


ID 


Description 




1 


bU3 


100. 


0 


603 


3 


AA/L3b2b 1 


Aaz3bzb/ Plant ret 




O 

z 


bU3 


100. 


0 


12286 


3 


AAz»3b2bl 


Aaz3bzbi Fiant gen 




3 


Do b . Z 


93. 


9 


603 


3 


AA2i3b2ol 


A*-\r-»OCOO"1 C fVk j»v — t ft V 

Aaz3bzoi boyoean r 




A 

4 


3D b . 2 


93. 


9 


4609 


3 


AA£3b2 /3 


Aaz3bz/3 boyDean r 




c 
D 


b42 . 4 


90. 


0 


12571 


3 


AAZ3b2 / 2 


Aaz3bz/z soyoean r 




c 
D 


jjU. o 


88. 


0 


9829 


3 


AAZ3b2 /I 


Aaz3b2/l soyoean r 




1 


1 C C\ A 

3 b U . 4 


59. 


8 


10482 


3 


AAZ3b2 / b 


Aaz3bz/b boyoean r 




Q 

o 


3 2 / . 2 


54. 


3 


9139 


3 


AAZ3b2 /4 


Aaz3bz/4 Soybean r 




Q 

y 


30o . b 


51. 


2 


13868 


10 


A T> TO 1 c A 1 

ADJolbOl 


Aa^oibUl Plant ret 




"i a 
10 


t a c >i 

30b . 4 


50. 


6 


13938 


10 


A TPv TO 1 C A O 

ADJ81503 


Adj 81503 Plant ret 




1 1 
11 


■J AC /I 

30b . 4 


50. 


6 


13966 


10 


7V T> T O 1 C O A 

ADJolbOO 


Ad^olbUO Plant ret 




1 o 
12 


one VI 

305.4 


50. 


6 


14005 


10 


T\ t-\ -r O "1 C A VI 

ADJ 81504 


Aaj 81504 Plant ret 




13 


303.8 


50. 


4 


14016 


10 


7\ T\ TO 1 C A C 

ADJ81505 


Acij 81505 Plant ret 




14 


O Q C O 

Z9 5 . o 


49 . 


1 


79122 


3 


AAF22294 


Aat22294 BAC conta 




lb 


zy i 


48. 


3 


129021 


3 


A A C O O O Q C 

AAr ZZzy o 


A-»-POOOO£T n?i _ a. _ 

Aat2 2 2yb bac conta 




1 D 


O O Q A 

ztfy . 4 


48. 


0 


64415 


3 


7\ A TT> O O O ""l O 

AAF222 /y 


A— .-COOOOO T3A/*^ ••-> 4- — . 

Aarzzz/y bac conta 


c 


1 / 


o o n x 
289 . 4 


48. 


0 


82138 


3 


AAF22 3 0b_10 


Continuation (11 o 




1 O 

18 


TOO A 

zoy . 4 


48. 


0 


94895 


3 


7i n Pin 
AAF22 3U2 


A—..COOOAO n?, n _ A_ _ 

Aa±2 23 02 BAC conta 




19 


O O ^ O 

2 86.2 


47. 


5 


82138 


3 


7V7VT"«OOTAC 1 A 

AAF223Q5__10 


Continuation (11 o 


c 


o n 


zob . 2 


47. 


5 


94895 


3 


A A O O "3 AO 

AAr ZZ 3 Uz 


A~i-£OOOAO D A — , « ~_ a. _ 

Aatzz3 0z bac conta 
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ALIGNMENTS 

RESULT 1 
AAZ35257 
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SCORE Search Results Details for Application 
10615005 and Search Result us-10-615-005- 

9.rni. 



Score Home 
Page 



Retrieve Application 
List 



SCORE System 
Overview 



SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 10615005 and Search Result us-10- 

615-005-9.rni. 

start 

Go Back to previous page 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: 



Title: 

Perfect score: 
Sequence: 



June 29, 2006, 08:22:58 



US-10-615-005-9 
603 

1 tgtgataaatgccagagaac . 



Search time 145.419 Seconds 
(without alignments) 
7758.826 Million cell updates/sec 



, tcaagttgctcaactttgac 603 



Scoring table: I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1 . 0 



Searched: 



1403666 seqs, 935554401 residues 



Total number of hits satisfying chosen parameters: 



2807332 



Minimum DB seq length: 
Maximum DB seq length: 



2000000000 



Post-processing: 



Minimum Match 0% 
Maximum Match 100% 
Listing first 45 summaries 



Database 



Issued_Patents_NA: * 
1 : /EMC_Celerra_J3IDS3 /ptodata/2/ 
2 : /EMC_Celerra_SIDS3/ptodata/2/ 
3 : /EMC_Celerra_SIDS3 /ptodata/2/ 
4 : /EMC_Celerra_SIDS3/ptodata/2/ 
5: /EMC__Celerra_SIDS3 /ptodata/2/ 
6 : /EMC_Celerra_SIDS3 /ptodata/2 / 
7 : /EMC_Celerra_SIDS3 /ptodata/2/ 
8 : /EMC_Celerra_SIDS3 /ptodata/2/ 
9 : /EMC_Celerra_SIDS3 /ptodata/2 / 
10: ' /EMC_Celerra_SIDS3/ptodata/2 



ina/l_C0MB. seq: * 
ina/5_C0MB. seq: * 
ina/6A_COMB. seq: * 
ina/ 6B_C0MB . seq : * 
ina/7_COMB. seq: * 
ina/H_C0MB. seq: * 
ina/PCTUS_COMB. seq: * 
ina/PP_COMB. seq: * 
i na / RE_COMB . seq : * 
/ina/backf ilesl . seq: * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 
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ALIGNMENTS 



RESULT 1 
US-09-322-478-9 

; Sequence 9, Application US/09322478 

; Patent No. 6331662 

; GENERAL INFORMATION: 

; APPLICANT: Wright, David A. 

; APPLICANT: Voytas, Daniel F. 
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SCORE Search Results Details for Application 
10615005 and Search Result us-10-615-005- 
9.rnpbm, 



Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 10615005 and Search Result us-10- 

615-005-9. rnpbm. 

start 

Go Back to previous page 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: 



Title: 

Perfect score: 
Sequence: 

Scoring table: 



Searched: 



June 29, 2006, 08:36:14 



Search time 1081 Seconds 
(without alignments) 
6854.257 Million cell updates/sec 



US-10-615-005-9 
603 

1 tgtgataaatgccagagaac tcaagttgctcaactttgac 6 03 

I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1 . 0 



188921*70 seqs, 6143817638 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



37784340 



Database 



Published_Applications_NA_Main: * 



1 
2 
3 
4 
5 
6 
7 
8 
9 

10 
11 
12 
13 
14 
15 
16 



/EMC_Celerra_SIDS3 /ptodata/2 /pubpna/US07_PUBCOMB . seq : * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US08_PUBCOMB.seq: * 
/EMC_Celerra_SIDS3 /ptodata/2 /pubpna/US09A_PUBCOMB . seq: * 
/EMC_Celerra_SIDS3 /ptodata/2 /pubpna/US09B_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3 /ptodata/2 /pubpna/US09C_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3 /ptodata/2 /pubpna/US10A_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3 /ptodata/2 /pubpna/US10B_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3 /ptodata/2 /pubpna/US10C_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10D_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10E_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10F_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10G_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllA_PUBC0MB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllB_PUBC0MB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllC_PUBC0MB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllD_PUBC0MB. seq: * 
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Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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SCORE Search Results Details for Application 
10615005 and Search Result us-10-615-005- 
9.rnpbm. 



Score Home 
Page 



Retrieve Application 
List 



SCORE System 
Overview 



SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 10615005 and Search Result us-10- 

615-005-9. rnpbm. 

start 



Go Back to previous page 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence: 



June 29, 2006, 08:36:14 ; Search time 1081 Seconds 

(without alignments) 
6854.257 Million cell updates/sec 

US-10-615-005-9 
603 

1 tgtgataaatgccagagaac tcaagttgctcaactttgac 603 



Scoring table: I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 



Searched: 



18892170 seqs, 6143817638 residues 



Total number of hits satisfying chosen parameters: 



37784340 



Minimum DB seq length: 
Maximum DB seq length: 



2000000000 



Post-processing: 



Database 



Minimum Match 0% 
Maximum Match 100% 
Listing first 45 summaries 

Published_Applications_NA_Main: * 



1 
2 
3 
4 
5 
6 
7 
8 
9 

10 
11 
12 
13 
14 
15 
16 



/EMC_Celerra_SIDS3/ptodata/2/pubpna/US07_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US08_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US09A_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US09B_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpha/US09C_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10A_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10B_PUBC0MB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10C_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10D_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10E_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10F_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10G_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllA_PUBC0MB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllB_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllC_PUBC0MB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllD_PUBC0MB. seq: * 



http://es/ScoreAccessWeW^ 8/17/2006 



SCORE Search Results Details for Application 10615005 and Search Result us- 10-6 15-0... Page 2 of 21 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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SCORE Search Results Details for Application 
10615005 and Search Result us-10-615-005- 
9.rnpbn, 
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Page 
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This page gives you Search Results detail for the Application 10615005 and Search Result us-10- 

615-005-9. rnpbn. 

start 

Go Back to previous pag 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: 



Title: 

Perfect score: 
Sequence: 



June 29, 2006, 08:51:49 



US-10-615-005-9 
603 

1 tgtgataaatgccagagaac . 



Search time 90.7449 Seconds 
(without alignments) 
7857.686 Million cell updates/sec 



tcaagttgctcaactttgac 603 



Scoring table: I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 



Searched: 



809770 seqs, 591248006 residues 



1619540 



Database : 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 

Publ i s hed_App 1 i c a t i on s_NA_New : * 

1 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/US09_NEW_PUB. seq: * 

2 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/US06_NEW_PUB. seq: * 

3 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/US07_NEW_PUB.seq: * 

4: /EMC_Celerra_SIDS3/ptodata/l/pubpna/US08_NEW_PUB.seq: * 

5 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/PCT_NEW_PUB. seq: * 

6: /EMC_Celerra_SIDS3/ptodata/l/pubpna/US10_NEW_PUB.seq: * 

7 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/USll_NEW_PUB.seq: * 

8: /EMC_Celerra_SIDS3/ptodata/l/pubpna/US60_NEW_PUB.seq: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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No. Score Match Length DB ID Description 
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D Z 


Q 

o 


fi 


1 77 Q 


0 


T7C — 
Uo 


10 


-449 


-902-7359 


Sequence 


7359, Ap 




7 


47 


Q 
. O 


7 
l 


Q 


1 47 P 
x ft j O 


0 


TTQ - 


10 


-449 


-902-2898 


Sequence 


2898, Ap 




Q 

o 


ft O 


. f± 


7 


7 


1 977fifi1 
IZj / DDI 


7 


TTC 


-11-266-748A-29041 


Sequence 29041, A 




Q 

-7 


4 R 


Q 
. O 


7 
/ 


c 

. D 


9^91 
Z O Z X 


7 


TTQ- 

uo 


1 1 

X X 


- 9Q 7 
Z y j 


_£Q7-A97 

by / -ftz / 


bequence 


4 97 A-n-n 
fi Z / , App 




1 n 

X \J 


4 R 


A 


- 7 






o 


TTQ- 

uo 


1 n 

X u 


-44Q 

ft ft y 


_ Q 0 9 — 1 Rfi7 
27UZ XOO / 


bequence 


1 Rfi7 An 
i JO / , Ap 




11 


4R 


f 4 


7 






f. 
o 


TTQ- 


1 n 

X u 


-44 Q 

ft ft y 


-Qn9 -1 74fiQ 

uz — x / ftoy 


oeauence 


1 74 Q A 
X / ft o y , A 




12 


4R 


# 4 


7 


R 




o 


TTC - 


1 n 

X u 


-44Q 
ft ft j 


_Qn9 -9ft774 
-7UZ ZOJ / ft 


bequence 


9ft774 2k 
Z o j / ft , A 


c 


1 7 
x j 


4R 


. z 


7 
i 


c 
. D 


fil 9 
oxz 


7 


TTO _ 


1 1 

X X 


- 9 

-zoo 


-74SA-9R41 Qft 
— / ftoA— z Dft xy O 


bequence 


9 RA 1 Q Q 

z Dftxy O , 




1 4 
X ft 


4R 
ft 3 


o 
. z 


7 


c 
. 9 


fil 9 
oxz 


7 


TTO - 
UO 


1 1 

X X 


- 9 
ZOO 


-74fta-71 471 R 
— / ft OA J X ft / X 0 


bequence 


71 4 7 1 R 
j X fi / X D , 




1 R 
X D 


A R 
ft J 


9 
. z 


7 

1 


c 
. D 


O / Oft 


1 
i 


TTO 
Uo 


1 1 

X X 


-7 9 9 


-QQQ-1 77 


bequence 


17 7 A Y*\T*\ 

X J / , App 




X D 


4 R 
ft D 


9 
. Z 


7 

1 


c 
. D 


QQ1 C 

o y X 0 


n 
i 


TTO 

Ub 


1 1 
XX 


-7 9 9 


QQQ 1 "3Q 

-y y y -x jy 


Sequence 


x j y , App 




1 7 


47 
ft j 


Q 
. O 


7 




4 R4 c; 
ft Dft D 


7 


TTO 

Ub 


1 1 
XX 


- 9 7 fi 

— Z j O 


— n 7 1 117 

-U jI-JIIj 


Sequence 


ilo , App 




1 ft 

X o 


47 
ft o 


o 

. O 


7 


. o 


fi1 40 
O X ft u 


7 


TTO - 
Uo 


1 1 
XX 


— Z j O 


mi 91 
-U ol -Zl 


Sequence 


Zl, AppX 




1 Q 

X y 


47 
ft J 


. O 


7 


9 
. Z 


8Q1 Q 


7 
f 


TTO - 
Uo 


1 1 
XX 


TOO 
-JZZ 


QQQ 1 "3 Q 

-y yy -i Jo 


Sequence 


loo , App 




z \j 


47 

ft j 


9 
. z 


7 


9 
. z 


X z o o 


o 


TTO - 
Uo 


1 f\ 

X u 


/I /I Q 

-fifty 


-y uz -fioXo 


Sequence 


A P 1 P A-r^ 

fl o X o , Ap 




9 1 
z X 


43 


.2 


7 
/ 


9 
• Z 


7 ft R4 9 
J O Dft Z 


1 


TTO - 


1 1 
XX 


-z b b 


7/1Q7V OQQQil 

- / fi oA- z oy oft 


Sequence 


OQQQ/1 A 

z o y Ofi , A 




99 

Z Z 


42 


.8 


7 


1 

. X 


41 ft7 
ft X o / 


c 
0 


TTO- 
Uo 


1 n 
xu 


-44Q 

-fifty 


ono IPRQH 

-y uz -looou 


Sequence 


1 QCOn A 

XoOoU , A 


c 


97 

Z 3 


42 


. 6 


7 


1 

. X 


1 onn 

X u u u 


7 


TTO — 

UO 


XX 


O C C 

-z b b 


- / fi oA- xy y 1 J J 


Sequence 


1 QQ1 It 

x y y x j o , 


c 


9 4 
z ft 


41 


.4 


D 


Q 
. y 


ft 7 7 


7 


TTO — 
Uo 


1 1 

X X 


9 £ £ 

-z b b 


7/1Pa 1777Q 
— / ft oA- X / / j y 


Sequence 


1 TTJQ a 

x / / o y , a 




9 R 

Z J 


41 


.4 


D 


Q 

. J 


9 £ ft ft 
Z 0 O O 


7 
/ 


TTO — 


1 1 

XX 


9 Q 7 

-z y j 


can *j ca 

-oy / -jbfi 


Sequence 


j b ft , App 




9fi 
Z D 


40 


.4 


0 


n 
. 1 


X uuu 


/ 


TTO 
Ub~ 


XX 


-zbb 


- / 4oA-zozzy o 


Sequence 


zozzy b , 


c 


9 7 
Z / 


40 


.4 




n 
. 1 


1 fi n n 
XUUU 


/ 


TTO 


1 1 
XX 


-zbb 


- /4oA-JUoyj9 


Sequence 


*3 f\ p Q O C 




9 Q 
Z O 


38 


b 


-\ 

. D 


/l A Q Q 


1 


TTO 

Ub - 


1 1 
XX 


-z X / 


-ozy-xyuyy u 


Sequence 


1 onoon 

i y uy y u , 




9Q 
Z y 


37 


D 


. 1 


1 Q Q 7 


c 
0 


TTO 

U b - 


1 n 
xu 


/I /I Q 

-fifty 


-y uz - / ft b d 


Sequence 


/ ft b D , Ap 




^ n 


36 


.8 


D 


1 

. X 


01 j 


O 


TTO — 

Ub 


i n 

X u 


-44Q 
ft ft y 


_qn9-RRn7 


bequence 


R R n7 ZVr^ 
j jU / , Ap 




J X 


36 


.6 


D 


1 

. X 


717 


£T 

0 


TTO 

Ub - 


10 


-953 


-349-40209 


Sequence 


40209, A 




7 9 
J Z 


36 


. 6 


0 


n 

. X 


1 9 ^ 9 c; q 
X Z 0 Z D y 


7 


TTO 

Ub - 


11 


-266 


-748A-61158 


Sequence 


61158, A 




7 7 


36 


.2 


D 


0 

. u 


9 9Q ft 
Z Z ^ O 


7 


TTO — 
Ub 


11 


-217 


-529-1611 


Sequence 


1611, Ap 




7 A 
J ft 


35 


.2 


c 
3 


Q 
. O 


1 non 

XUUU 


n 

l 


TTO 

Ub - 


11 


-266 


-748A-220733 


Sequence 


220733, 


c 


7 R 


35 


.2 


c 

D 


Q 


1 nnn 

XUUU 


/ 


TTO 

Ub 


11 


-266 


-748A-246399 


Sequence 


246399, 




7 


35 


.2 


3 


Q 
. O 


1 nnn 

XUUU 


7 


TTC - 
Ub 


11 


-266 


-748A-284300 


Sequence 


284300, 


c 


77 
J / 


35 


.2 


R 


. O 


1 nnn 

XUUU 


7 


TTC - 
Uo 


11 


-266 


-748A-335729 


Sequence 


335729, 




38 


35 


.2 


R 

•J 


Q 
• o 


1 nnn 

XUUU 


7 


L/O 


11 


-266 


-748A-394262 


Sequence 


394262, 


c 


39 


35 


.2 


5 


.8 


1000 


7 


us- 


11 


-266 


-748A-465308 


Sequence 


465308, 




40 


34 


. 6 


5 


.7 


56093 


7 


us- 


11 


-266 


-748A-61305 


Sequence 


61305, A 




41 


34 


.2 


5 


.7 


6407 


7 


us- 


11 


-266 


-748A-28275 


Sequence 


28275, A 


c 


42 


34 


5 


. 6 


142599 


7 


us- 


11 


-266 


-748A-59766 


Sequence 


59766, A 


c 


43 


33 


.8 


5 


.6 


1000 


7 


us- 


11 


-266 


-748A-196688 


Sequence 


196688, 




44 


33 


.8 


5 


.6 


2833 


6 


us- 


10 


-449 


-902-9264 


Sequence 


9264, Ap 


c 


45 


33 


.6 


5 


.6 


1409 


7 


us- 


11 


-266 


-748A-186416 


Sequence 


186416, 



ALIGNMENTS 



RESULT 1 

US-10-449-902-12764 

; Sequence 12764, Application US/10449902 
; Publication No. US20060123505A1 
; GENERAL INFORMATION: 

; APPLICANT: National Institute of Agrobiological Sciences. 

APPLICANT: Bio-oriented Technology Research Advancement Institution. 
APPLICANT: The Institute of Physical and Chemical Research. 
APPLICANT: Foundation for Advancement of International Science. 
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SCORE Search Results Details for Application 
10615005 and Search Result us-10-615-005- 

9.rst. 



Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 10615005 and Search Result us-10- 

615-005-9.rst. 

start 

Go Back to previous page 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence: 



June 29, 2006, 08:09:33 ; Search time 3887.51 Seconds 

(without alignments) 
8673.762 Million cell updates/sec 

US-10-615-005-9 
603 

1 tgtgataaatgccagagaac tcaagttgctcaactttgac 603 



Scoring table: I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 



Searched: 



48236798 seqs, 27959665780 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



96473596 



Database 



EST: 



1 




gb_estl : * 


2 




gb_est3 : * 


3 




gb_est4 : * 


4 




gb_est5 : * 


5 




gb_est6 : * 


6 




gb_htc : * 


7 




gb_est2 : * 


8 




gb_est7 : * 


9 




gb_est8 : * 


10: 


gb_est9 : * 


11: 


gb_gssl : * 


12: 


gb_gss2 : * 


13: 


gb_gss3 : * 


14: 


gb_gss4 : * 



Pred. No. is the number of results predicted by chance to have 'a 
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score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 





1 


463, 


.2 


76 


.8 


930 


13 


CZ501630 


CZ501630 


GMW2-31K1 




2 


449 


.2 


74 


.5 


924 


13 


CZ514008 


CZ514008 


GMW2-85A1 




3 


398 


66, 


.0 


472 


13 


CL882911 


CL882911 


abf57hl0. 


c 


4 


396. 


. 6 


65, 


.8 


484 


13 


CL887535 


CL887535 


abf84fll. 




5 


391 


64, 


.8 


476 


13 


CL889972 


CL889972 


abf99c05. 


c 


6 


336, 


.6 


55, 


.8 


929 


13 


CZ512993 


CZ512993 


GMW2-58N1 


c 


7 


331, 


.6 


55, 


.0 


914 


13 


CZ510745 


CZ510745 


GMW2-59K2 




8 


329. 


.4 


54, 


.6 


1011 


11 


BH675008 


BH675008 


BOMFI69TR 


c 


9 


328, 


.4 


54 


.5 


915 


13 


CZ527232 


CZ527232 


GMW2-152K 


c 


10 


328, 


.2 


54, 


.4 


815 


13 


CL867447 


CL867447 


Gma_02_N2 




11 


327, 


.8 


54, 


.4 


688 


11 


BH528843 


BH528843 


BOGRB46TR 




12 


327, 


.8 


54, 


.4 


773 


11 


BH468408 


BH468408 


BOGOW16TR 


c 


13 


326. 


.8 


54, 


.2 


914 


13 


CZ527022 


CZ527022 


GMW2-147L 


c 


14 


326. 


.8 


54, 


.2 


919 


13 


CZ518743 


CZ518743 


GMW2-59K2 




15 


326. 


.2 


54, 


.1 


739 


11 


BH592174 


BH592174 


BOGKY26TR 




16 


326. 


.2 


54, 


.1 


820 


11 


BZ505678 


BZ505678 


BONSE33TR 


c 


17 


323. 


.6 


53, 


.7 


919 


13 


CZ527246 


CZ527246 


GMW2-152I 




18 


323 


53 , 


. 6 


775 


11 


BH450168 


BH450168 


BOGIJ36TR 




19 


321. 


.4 


53 , 


.3 


767 


14 


DX044376 


DX044376 


KBrB045Fl 




20 


321. 


.2 


53, 


.3 


725 


11 


BH974426 


BH974426 


odi29g02 . 




21 


319. 


.8 


53 


.0 


748 


11 


BH673125 


BH673125 


BOMNL58TF 




22 


318, 


.2 


52, 


. 8 


855 


14 


DX060785 


DX060785 


KBrB067B2 




23 


318. 


.2 


52 


.8 


865 


14 


DX075483 


DX075483 


KBrB086Hl 


c 


24 


317. 


.4 


52, 


.6 


923 


12 


CG818428 


CG818428 


SOYCC87TH 




25 


316, 


.6 


52, 


.5 


769 


14 


DX064309 


DX064309 


KBrB071M0 




26 


316. 


,6 


52, 


.5 


813 


14 


DX055939 


DX055939 


KBrB060Kl 


c 


27 


316. 


, 6 


52 


.5 


821 


14 


CT022195 


CT022195 


KBrHl33Kl 




28 


316. 


.6 


52 


.5 


851 


14 


DX032482 


DX032482 


KBrB029K0 




29 


315. 


.6 


52 


.3 


727 


14 


DX034149 


DX034149 


KBrB031N2 


c 


30 


315 


52, 


.2 


696 


11 


BH928310 


BH928310 


odi69f04. 




31 


315 


52, 


.2 


741 


14 


DX017925 


DX017925 


KBrBOlOIl 




32 


315 


52, 


.2 


764 


11 


BH454730 


BH454730 


BOHMM83TF 




33 


315 


52, 


.2 


777 


14 


DX061248 


DX061248 


KBrB067Ll 




34 


315 


52, 


.2 


806 


14 


DX052948 


DX052948 


KBrB056K2 




35 


315 


52, 


.2 


818 


14 


DX051410 


DX051410 


KBrB054Kl 


c 


36 


314. 


,4 


52 


.1 


929 


13 


CZ504422 


CZ504422 


GMW2-30E6 




37 


313. 


.4 


52, 


.0 


646 


11 


BZ515239 


BZ515239 


BOMQY23TF 


c 


38 


310. 


,4 


51. 


.5 


483 


13 


CL884361 


CL884361 


abf66fl2. 




39 


310. 


,2 


51. 


.4 


817 


14 


DX015902 


DX015902 


KBrB007O0 


c 


40 


309. 


, 6 


51. 


.3 


782 


11 


BH489791 


BH489791 


BOHIJ83TR 




41 


308. 


6 


51. 


.2 


732 


11 


BZ478737 


BZ478737 


BONGB56TF 


c 


42 


307. 


, 6 


51. 


.0 


795 


11 


BH522839 


BH522839 


BOHQH02TF 




43 


307. 


2 


50. 


.9 


698 


14 


DX021885 


DX021885 


KBrB015Ml 




44 


307 


50. 


.9 


695 


11 


BH499049 


BH499049 


BOHKM21TR 




45 


307 


50. 


,9 


719 


11 


BH421567 


BH421567 


BOHJK88TR 



ALIGNMENTS 



RESULT 1 
CZ501630 

LOCUS CZ501630 930 bp DNA linear GSS ll-MAY-2005 
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SCORE Search Results Details for Application 
10615005 and Search Result us-10-615-005- 
4,rag, 



Score Home 
Page 



Retrieve Application 
List 



SCORE System 
Overview 



SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 10615005 and Search Result us-10- 

615-005-4. rag. 

start 

Go Back to previous pag e 

GenCore version 5.1.9 
Copyright <c) 1993 - 2006 Biocceleration Ltd. 

OM protein - protein search, using sw model 

Run on: June 28, 2006, 15:27:59 ; Search time 201 Seconds 

(without alignments) 
15.923 Million cell updates/sec 



Title: 

Perfect score: 
Sequence: 



US-10-615-005-4 
33 

1 MASRKRK 7 



Scoring table: BL0SUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



2589679 seqs, 457216429 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



2589679 



Database 



A_Geneseq_8 : * 



1 
2 
3 
4 
5 
6 
7 
8 
9 

10 



geneseqpl980s : * 
geneseqpl990s : * 
geneseqp2000s : * 
geneseqp2001s : * 
geneseqp2002s : * 
geneseqp2003as : * 
geneseqp2003bs : * 
geneseqp2004s : * 
geneseqp2005s : * 
geneseqp2006s : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 
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% 

Result Query 

No. Score Match Length DB ID Description 



1 
± 


7 "3 


1 nn 




/ 


-3 


Ml jZfi / D 


Aav-7 7A7fi 


i\C l— J- UCXCill 


Z 


77 


1 nn 


n 


C Q 

9 j 


7 


L.r>.Tft1 AAA 
rvL/U O -L ft ft fi 


AH-i fl1 44.4 

/A.U. J O -L fx f± ft 


Pi P3T1^ rpt 


o 
j 


7 7 


1 nn 
lUU . 


A 

, u 


a 7 n 
4 z u 


■3 


aav77A7Q 
A/\ I J Z ft Z O 


a =»w77 A9 P 
nay O Z ft Z O 


Pi ant - yf^f" 


A 

4 


7 n 


o n 
y u . 


Q 

. y 


CO 

9 y 


/ 


7\n TP 1 A A 1 
/\JJu C5 1 ft fi X 


A^-i R1 441 

rtU J O J. ft ft ± 


Pi ant" 7"ff> t" 


c 
D 


7 n 
J u 


q n 
y u . 


Q 

. y 


D 9 


p 
0 


/A-L/K^7 ft D±ft 


nUI _7 ft J X fi 


lMUVCl O • 


b 


7 n 


q n 
y u . 


Q 

y 


0 9 


Q 

y 


ATT A RP 7 PA 


A<a^ 7R4 


DLL C]y LULU 


/ 


7 n 


q n 
y u , 


Q 

, y 


717 


9 
z 


B.&RQ7 SA 7 


nai ^ / O ft J 




Q 


7 n 


q n 
y u . 


Q 

, y 


717 
J IZ 


z 


A ap QTfinc; 
AAKj jDU J 


Aaij jOUj 


IvaUUb -L o 


Q 


0 Q 

z y 


P7 


Q 

. y 


7 7 
Z Z 


Q 

y 


/VUVDZ 9 DZ 




Clzi mm ^ — oo<^ 


1 U 


7 Q 

z y 


Q 7 

o / . 


Q 

y 


7 7 
Z J 


Q 

y 


AiJV DZ 9 D 1 


nUV 9 Z 9 D J. 




1 1 


7 Q 

z y 


Q7 
o / . 


Q 

. y 


7 n 


Q 

y 


AIJV 9 Z 9 D U 


nUV D Z D O U 


/^amnrta cop 


1 7 


7 Q 

zy 


Q7 


, y 


7 1 
9 1 


Q 

y 


AJJV9Z 99y 


nOV 9Z 9 9 y 


\jciiiuiici sec 


1 7 
±9 


7 Q 

z y 


Q 7 


, y 


44 


c 
D 


AT3T3R 7 1/17 

Alin99 14 / 


A KK R 7 1 A 7 
ADO 9 914/ 


Unman /7PT7 




7 O 

zy 


Q 7 


, y 


1Z D 


c 


A"Q"Dn^Q77 

A13FU4 0 J j 


A Kt^ n A P 7 7 
AJjp U fi O 9 9 


Unman r^PT? 


lb 


7 Q 

zy 


Q 7 


, y 


1 7 Q 

izy 


c 
-> 


AUJ\ J D 9 O 4 


AOK9 0 9 04 


iNuvex nuLni 


1 0 


7 Q 

z y 


Q7 


. y 


7 ha 

Zvl 


f± 


a 9 n q c 9 

riUVjZ u y 9Z 


AVj rr 7nQ R9 
nJjy ^ U -/ J z 


lMUVCl XlLULl 


1 7 

1 / 


7 Q 

z y 


Q 7 

O / , 


, y 


7 17 

z 1 / 


Q 
O 






Pi ant* tm"»1 


1 Q 

lo 


7 Q 

z y 


Q 7 

O / , 


. y 
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SCORE Search Results Details for Applicatioi 
10615005 and Search Result us-10-615-005-4, 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sug g 

This page gives you Search Results detail for the Application 10615005 and Search Result us-10-6: 

4.rai. 

start 

Go Back to p 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence: 

Scoring table: 



Searched: 



June 28, 2006, 15:37:46 ; Search time 50 Seconds 

(without alignments) 
12.254 Million cell updates/sec 

US-10-615-005-4 
33 

1 MASRKRK 7 
BLOSUM62 

Gapop 10.0 , Gapext 0.5 
650591 seqs, 87530628 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



650591 



Database 



Issued_Patents_AA: * 

1 : /EMC_Celerra_SIDS3 

2 : /EMC_Celerra_SIDS3 

3 : /EMC_Celerra_SIDS3 

4 : /EMC_Celerra_SIDS3 

5 : /EMC_Celerra___SIDS3 

6 : /EMC_Celerra_SIDS3 

7 : /EMC_Celerra_SIDS3 



/ptodata/2/iaa/5_C0MB.pep: * 
/ptodata/2/iaa/6_COMB.pep: * 
/ptodata/2/iaa/7_C0MB.pep: * 
/ptodata/2/iaa/H_COMB.pep: * 
/ptodata/2/iaa/PCTUS_COMB.pep: * 
/ptodata/2/iaa/RE_C0MB.pep: * 
/ptodata/2/iaa/backf ilesl .pep: * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 
No. 



Score 



% 

Query 

Match Length DB 



ID 



Description 



1 33 100.0 7 2 US-09-322-478-4 

2 33 100.0 7 2 US-09-586-106D-4 



Sequence 4, Appli 
Sequence 4, Appli 
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SCORE Search Results Details for Application IOC 
and Search Result us-10-615-005-4,rapbm 

Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10615005 and Search Result us-10-6: 
4.rapbm. 

start 

Go Back tc 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



Title: 

Perfect score: 
Sequence: 

Scoring table: 



June 28, 2006, 15:38:00 



US-10-615-005-4 
33 

1 MASRKRK 7 



BLOSUM62 
Gapop 10.0 



Search time 185 Seconds 
(without alignments) 
17.527 Million cell updates/sec 



Gapext 0 . 5 



Searched: 



2097797 seqs, 463214858 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



2097797 



Post-processing: 



Database : 



Minimum Match 0% 
Maximum Match 100% 
Listing first 1000 summaries 

Published_Applications_AA__Main: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US07_PUBCOMB.pep: * 

2 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US08_PUBCOMB.pep: * 

3 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US09_PUBCOMB.pep: * 

4 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10A_PUBCOMB.pep: * 

5 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10B_PUBCOMB.pep: * 

6 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/USll_PUBCOMB.pep: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



Result 
No. 



Score 



% 

Query 

Match Length DB 



SUMMARIES 



ID 



Description 



1 33 100.0 7 3 US-09-965-553-4 

2 33 100.0 7 4 US-10-615-005-4 

3 33 100.0 7 4 US-10-395-607-4 



Sequence 4, Appli 
Sequence 4, Appli 
Sequence 4, Appli 
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SCORE Search Results Details for Application 
10615005 and Search Result us-10-615-005- 
4-rapbn. 



Score Home Retrieve Application SCORE System 
Page List Overview 



SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 10615005 and Search Result us-10- 

615-005-4.rapbn. 

start 

Go Back to previous pag 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence : 

Scoring table: 



June 28, 2006, 15:39:10 ; Search time 20 Seconds 

(without alignments) 
8.267 Million cell updates/sec 

US-10-615-005-4 
33 

1 MASRKRK 7 



BL0SUM62 
Gapop 10.0 



Gapext 0 . 5 



Searched: 103426 seqs, 23619683 residues 

Total number of hits satisfying chosen parameters: 



103426 



Minimum DB seq length: 
Maximum DB seq length: 



2000000000 



Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



Database : 



Publ i shed_Appl i 

1 : /EMC_Celerra. 

2 : /EMC_Celerra. 

3 : /EMC_Celerra. 

4: /EMC_Celerra. 

5 : /EMC_Celerra. 

6 : /EMC_Celerra. 

7 : /EMC_Celerra 

8 : /EMC_Celerra. 



cations_AA_New: * 

_SIDS3 /ptodata/2 /pubpaa/US09_NEW_PUB . pep : * 
._SIDS3 /ptodata/ 2 /pubpaa/US06_NEW_PUB . pep : * 
_SIDS3 /ptodata/ 2 /pubpaa/US07_NEW_PUB . pep : * 
_SIDS3 /ptodata/2 /pubpaa/US08_NEW_PUB. pep: * 
W SIDS3 /ptodata/ 2 /pubpaa/PCT_NEW_PUB . pep: * ■ 
_SIDS3 /ptodata/ 2 /pubpaa/US10_NEW_PUB. pep: * 
_SIDS3/ptodata/2/pubpaa/USll_NEW_PUB.pep: * 
_SIDS3 /ptodata/2 /pubpaa/US60_NEW_PUB . pep : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 



% 

Query 
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No. Score Match Length DB ID Description 



1 


29 


87 


.9 


196 


6 


US- 


10 


-449 


-902 


-30713 


Sequence 


30713, 


A 


2 


29 


87 


.9 


210 


6 


us- 


10 


-449 


-902 


-40915 


Sequence 


40915, 


A 


3 


29 


87 


.9 


943 


6 


us- 


10 


-449 


-902 


-41329 


Sequence 


41329, 


A 


4 


28 


84 


.8 


134 


6 


us- 


10 


-953 


-349 


-15115 


Sequence 


15115, 


A 


5 


28 


84 


.8 


164 


6 


us- 


10 


-953 


-349 


-29314 


Sequence 


29314, 


A 


6 


28 


84 


.8 


165 


6 


us- 


10 


-953 


-349 


-15114 


Sequence 


15114, 


A 


7 


28 


84 


8 


200 


6 


us- 


10 


-953 


-349 


-29313 


Sequence 


29313, 


A 


8 


28 


84 


8 


467 


6 


us- 


10 


-449 


-902 


-43743 


Sequence 


43743, 


A 


9 


28 


84 


8 


591 


7 


us- 


11 


-293 


-697 


-3970 


Sequence 


3970, 


Ap 


10 


27 


81 


8 


120 


6 


us- 


10 


-449 


-902 


-45630 


Sequence 


45630, 


A 


11 


27 


81 


8 


123 


6 


us- 


10 


-953 


-349 


-33117 


Sequence 


33117, 


A 


12 


27 


81 


8 


155 


6 


us- 


10 


-953 


-349 


-33115 


Sequence 


33115, 


A 


13 


27 


81 


.8 


169 


6 


us- 


10 


-449 


-902 


-39309 


Sequence 


39309, 


A 


14 


27 


81 


8 


1596 


6 


us- 


10 


-449 


-902 


-41069 


Sequence 


41069, 


A 


15 


26 


78 


8 


135 


6 


us- 


10 


-953 


-349 


-35020 


Sequence 


35020, 


A 


16 


26 


78 


8 


163 


6 


us- 


10 


-953 


-349 


-35019 


Sequence 


35019, 


A 


17 


26 


78 


8 


163 


6 


us- 


10 


-449 


-902 


-51629 


Sequence 


51629, 


A 


18 


26 


78 


8 


177 


6 


us- 


10 


-953 


-349 


-12972 


Sequence 


12972, 


A 


19 


26 


78 


8 


225 


6 


us- 


10 


-953 


-349 


-35018 


Sequence 


35018, 


A 


20 


26 


78 


8 


244 


7 


us- 


11 


-197 


-712 


-359 


Sequence 


3 59, App 


21 


26 


78 


8 


246 


6 


us- 


10 


-953 


-349 


-12971 


Sequence 


12971, 


A 


22 


26 


78 


8 


249 


6 


us- 


10 


-449 


-902 


-40085 


Sequence 


40085, 


A 


23 


26 


78 


8 


271 


6 


us- 


10 


-953 


-349 


-12970 


Sequence 


12970, 


A 


24 


26 


78 


8 


313 


6 


us- 


10 


-953 


-349 


-17837 


Sequence 


17837, 


A 


25 


26 


78 


8 


331 


6 


us- 


10 


-953 


-349 


-17836 


Sequence 


17836, 


A 


26 


26 


78 


8 


370 


6 


us- 


10 


-953 


-349 


-17835 


Sequence 


17835, 


A 


27 


26 


78 


8 


460 


6 


us- 


10 


-449 


-902 


-43231 


Sequence 


43231, 


A 


28 


26 


78 


8 


636 


6 


us- 


10 


-449 


-902 


-44935 


Sequence 


44935, 


A 


29 


26 


78 


8 


730 


6 


us- 


10 


-449 


-902 


-51873 


Sequence 


51873, 


A 


30 


26 


78 


8 


1003 


6 


us- 


10 


-449 


-902 


-56511 


Sequence 


56511, 


A 


31 


26 


78 


8 


1095 


6 


us- 


10 


-449 


-902 


-41211 


Sequence 


41211, 


A 


32 


26 


78 


8 


1207 


7 


us- 


11 


-273 


-537 


-25 


Sequence 


2 5 , Appl 


33 


25 


75 


8 


67 


6 


us- 


10 


-471 


-571A-454 


Sequence 


454, App 


34 


25 


75 


8 


101 


6 


us- 


10 


-953 


-349 


-38431 


Sequence 


38431, 


A 


35 


25 


75 


8 


121 


6 


us- 


10 


-449 


-902 


-38267 


Sequence 


38267, 


A 


36 


25 


75 


8 


142 


6 


us- 


10 


-953 


-349 


-10259 


Sequence 


10259, 


A 


37 


25 


75 


8 


152 


6 


us- 


10 


-953 


-349 


-10258 


Sequence 


10258, 


A 


38 


25 


75 


8 


153 


6 


us- 


10 


-449 


-902 


-32194 


Sequence 


32194, 


A 


39 


25 


75 


8 


160 


6 


us- 


10 


-449 


-902 


-30264 


Sequence 


30264, 


A 


40 


25 


75 


8 


160 


6 


us- 


10 


-449 


-902 


-32348 


Sequence 


32348, 


A 


41 


25 


75 


8 


174 


6 


us- 


10 


-953 


-349 


-10257 


Sequence 


10257, 


A 


42 


25 


75 


8 


206 


6 


us- 


10 


-953 


-349 


-1325 


Sequence 


1325, 


Ap 


43 


25 


75 


8 


207 


6 


us- 


10 


-449 


-902 


-30471 


Sequence 


30471, 


A 


44 


25 


75 


8 


207 


6 


us- 


10 


-449 


-902 


-48374 


Sequence 


48374, 


A 


45 


25 


75 


8 


214 


6 


us- 


10 


-449 


-902 


-39298 


Sequence 


39298, 


A 


46 


25 


75 


8 


240 


6 


us- 


10 


-953 


-349 


-1324 


Sequence 


1324, 


Ap 


47 


25 


75 


8 


257 


6 


us- 


10 


-449 


-902 


-40769 


Sequence 


40769, 


A 


48 


25 


75 


8 


275 


6 


us- 


10 


-449 


-902 


-47010 


Sequence 


47010, 


A 


49 


25 


75 


8 


277 


6 


us- 


10 


-449 


-902 


-54695 


Sequence 


54695, 


A 


50 


25 


75 


8 


283 


6 


us- 


10 


-449 


-902 


-32047 


Sequence 


32047, 


A 


51 


25 


75 


8 


283 


6 


us- 


10 


-449 


-902 


-56219 


Sequence 


56219, 


A 


52 


25 


75 


8 


298 


6 


us- 


10 


-449 


-902 


-37390 


Sequence 


37390, 


A 


53 


25 


75 


8 


298 


6 


us- 


10 


-449 


-902 


-37474 


Sequence 


37474, 


A 


54 


25 


75 


8 


298 


6 


us- 


10 


-449 


-902 


-39708 


Sequence 


39708, 


A 


55 


25 


75 


8 


301 


6 


us- 


10 


-953 


-349 


-3943 


Sequence 


3943, 


Ap 


56 


25 


75 


8 


303 


6 


us- 


10 


-449 


-902 


-50401 


Sequence 


50401, 


A 


57 


25 


75 


8 


331 


6 


US- 


10 


-953 


-349 


-3684 


Sequence 


3684, 


Ap 


58 


25 


75 


8 


351 


6 


US- 


10 


-505 


-928 


-712 


Sequence 


712, App 


59 


25 


75 


8 


358 


6 


us- 


10 


-953 


-349 


-4979 


Sequence 


4979, 


Ap 
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Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10615005 and Search Result us-10-6: 
start 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence: 

Scoring table: 



Searched: 



June 28, 2006, 15:32:45 ; Search time 39 Seconds 

(without alignments) 
17.270 Million cell updates/sec 

US-10-615-005-4 
33 

1 MASRKRK 7 
BLOSUM62 

Gapop 10.0 , Gapext 0.5 



283416 seqs, 96216763 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



283416 



Post-processing : 



Database 



Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 

PIR_80:* 



pirl : * 
pir2 : * 
pir3 : * 
pir4 : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 



% 

Query 



No. 


Score 


Match 


Length 


DB 


ID 


Description 


1 


30 


90.9 


207 


2 


T12579 


GTP-binding protei 


2 


30 


90.9 


226 


2 


149392 


gene xlr3b protein 


3 


29 


87.9 


280 


2 


T32325 


hypothetical prote 


4 


29 


87.9 


892 


2 


T27005 


hypothetical prote 


5 


29 


87.9 


2471 


2 


A49128 


cell-fate determin 


6 


28 


84.8 


306 


2 


E97471 


hypothetical prote 


7 


28 


84.8 


465 


2 


E96737 


probable DEAD/DEAH 


8 


28 


84.8 


519 


2 


S78089 


G-protein signalin 
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q 
y 


9 R 
Z O 


Q/l 
84 « 


Q 

, O 


JJJ 


Z 


1 U0100 


hypothetical prote 


1 0 
1 \J 


9 Q 
Z O 


Q/l 
Ofl , 


Q 

, O 


7 

Dft / 


Z 


CM 1 CI O 

o41Dlo 


probable DNA-direc 


1 1 

J- 1 


9 Q 
Z O 


Q/l 
Oft . 


Q 
O 


Q 1 Q 

yiy 


1 


nv7 ni D 


H+-exporting ATPas 


1 9 
1 Z 


9 Q 
Z O 


Q/l 
Oft , 


Q 
O 


J J o 


z 


oc 9 /l T C 
bOZ4 / D 


hypothetical prote 


1 9 
J- D 


9 R 
Z O 


fld 
oft . 


0 


I 1 9R 

I I z o 


1 


JJi^rJCjrJl 


DNA-bindincj protei 


1 A 
i *± 


9R 
z o 


Oft . 


Q 

. o 


1 OAA 
1 Z ft ft 


z 


i iy uo o 


nypouneuicai pioue 


1 D 


9 R 
Z o 


OA 
Oft , 


Q 
O 


1 QAA 
1 J ft ft 


Z 


AD? 4 0 O 


IN.1AA14Z4 protein t 


1 O 


97 

Z / 


R1 

O 1 . 


Q 
O 


A A 

ft ft 


9 
z 


API / "JI 


jrijoosoiuai piroceiri 


1 7 


97 
z / 


R1 

O J. • 


R 
O 


A A 

ft ft 


9 
z 


Apl ROR 


ribosoinal protein 


1 R 
lO 


97 
Z / 


R 1 


o 

o 


0 D 


9 

z 


OOZ04 D 


nypocneticai prote 


1 Q 


97 
z / 


R1 


Q 
O 


1 9fi 
1Z 0 


9 
z 


URG947 
HO D O 4 / 


nypotnetiCai proce 


z u 


9 7 
Z / 


R1 


Q 
O 


1 O J 


z 


no 1 U / 1 


conserved hypothet 


Z 1 


9 7 
Z / 


R1 
ol . 


Q 

O • 


19 9 
1 13 


Z 


lo4oZo 


myosin regulatory 


9 9 
z z 


97 
Z / 


R1 
Ol . 


Q 
O 


1 79 
I/O 


9 
Z 


7p 9 9 4 9 
Uv_Z Z4 Z 


superfast myosin 1 


9 7 
Z J 


97 
Z / 


R1 
Ol . 


Q 
O 


1 QA 
1 Oft 


Z 


rp9 ii 9 c 1 
1 Z 4Z 0 1 


hypothetical prote 


94 
Z ft 


97 
Z / 


R1 
Ol . 


O 

o 


j 1 D 


9 
Z 


1 1 DID D 


hypothetical prote 


9 R 
Z 0 


9 7 
Z / 


R1 
Ol . 


o 
o 


9 9 R 
J Z O 


Z 


1 1 / 0 U / 


hypothetical prote 


9 

Z 0 


9 7 
Z / 


R1 
ol , 


Q 

o 


7 "7/1 
J / ft 


9 
Z 


HQ 9 9/11 
CO0Z4 1 


conserved hypothet 


97 
Z / 


9 7 

Z / 


Ol . 


Q 

o 


9 Q Q 

o y y 


9 
Z 


Ay / DZ 0 


hypothetical prote 


9 Q 
Z O 


9 9 
Z / 


Q 1 
Ol . 


Q 

o 




9 
Z 


tv rj9 9 / c 
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conserved hypothet 
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Z j 
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Z / 


R 1 
Ol . 
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O 


A 9 1 
ft Z 1 
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Z 


T>9 Q 9/1 9 
1 0 OZ 4 Z 


probable phosphata 


9 f\ 
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Z / 


Q 1 


Q 
O 


/IOC 

fl Z D 


9 

z 


i z u by i 


hypothetical prote 


7 1 
O J. 


97 
z / 


R1 
Ol . 


O 

U 


DID 


9 
Z 


CQIAClA 
LojftUft 


conserveo nypocnec 


9 9 


9 7 

z / 


Ol . 


Q 

o 


/Do 
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Z 


AZ y U D b 


DNA ligase (ATP) ( 
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JJ 
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z / 


Ol . 
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O 
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Z 


Til A 1 A 1 
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translation elonga 
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O 
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1U Jfl 
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Z 


O/l Q Q A 9 
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SMT4 protein - yea 
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0 J 


9 £ 
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/ O . 


Q 

o 


9 9 
Z J 


9 
Z 


13 TJ HOC Q 

rHUoDo 


MauD protein - Par 


JO 


9 £ 
Z 0 


9 fl 
/O . 


Q 

o 


D D 


Z 


T A C\ Q O 9 

i4uoy Z 


hypothetical prote 


9 9 
0 / 


9 £ 
Z 0 


*7 fl 
/ o . 


Q 
O 


Q Q 


1 


Tj£ /lilt 

rlD4 J.1 b 


ribosomal protein 


0 0 


9 a 

Z D 


1 Q 
/ O . 


Q 
O 




1 


Aby by / 


ribosomal protein 


j y 


9 
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Q 

O 
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iJD y / o o 
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serotonin receptor 
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p 
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serotonin receptor 
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Z 0 


7 R 
/ 0 . 


p 


9 Q Q 
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serotonin receptor 
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78. 
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2 


D75053 


hypothetical prote 


66 


26 


78. 


8 
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2 


S28355 


hypothetical prote 


67 


26 


78. 


8 


505 


2 


S68518 


tub protein, brain 


68 


26 


78. 


8 


509 


2 


T01344 


hypothetical prote 


69 


26 


78. 


8 
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SCORE Search Results Details for Application 
10615005 and Search Result us-10-615-005- 
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Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 10615005 and Search Result us-10- 

615-005-4.rup. 

start 

Go Back to previous pag e 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 

OM protein - protein search, using sw model 

Run on: June 28, 2006, 15:28:24 ; Search time 297 Seconds 

(without alignments) 
21.802 Million cell updates/sec 

Title: US-10-615-005-4 
Perfect score: 33 
Sequence: 1 MASRKRK 7 

Scoring table: BL0SUM62 

Gapop 10.0 , Gapext 0 . 5 

Searched: 2849598 seqs, 925015592 residues 

Total number of hits satisfying chosen parameters: 2849598 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 

Database : UniProt_7 . 2 : * 

1 : uniprot_sprot : * 
2 : uniprot_trembl : * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 

1 33 100.0 237 2 Q4IUE3_AZ0VI Q4iue3 azotobacter 

2 33 100.0 304 2 Q9C224_NEUCR Q9c224 neurospora 

3 30 90.9 109 2 Q9 L8 Y7_ENTFA Q918y7 enterococcu 

4 30 90.9 207 1 RAB7_MESCR P93267 mesembryant 



http://es/ScoreAccessWeW^ 8/17/2006 



SCORE Search Results Details for Application 10615005 and Search Result us- 10-6 15-0... Page 2 of 59 



_/ 


7 n 

O u 


Q 0 
y U 


. y 


99 
Z Z D 


i 

-L 


YT 7"R MATTQl? 


nc 1 one 


lulls iuuscuiu 


a 
o 


7 o 


Q 0 
y u 


q 
. y 


99fi 
z z o 


z 


yu xrZ U 0__J*!LJUoIj 


r\£r\1 ^c, 

yopz uo 


mu.s iuuscuiu. 


7 


70 


Q0 
y u 


Q 

. y 


97R 

Z / Zj 


z 


nftPV41 MVPPT? 


y oexft l 


mycupidoiua 


Q 

o 


7 O 


y U 


Q 

. y 


977 
Z / / 


z 


071STY1 R r'TJPX/'O 
y / JNAJ. D ^nKVU 


y /nxi o 


c n it oino jo a. c t. e 


Q 

y 


7 0 


Q0 


Q 

. y 


719 

J -L Z 


9 
z 


OQR177 WUVft 
y-/ oij o nn v o 


OQftl 77 
y y o i o o 


nUTua.il iitrx jy c 


J. u 


70 


Q0 

-7 U 


q 
. y 


774 
j j ft 


9 
z 


O4 0Q9Q wm/fi 
ijfi u 27 z y _n.n v o 


H40Q9Q 

uft uy z y 


nuiua.li nci pt; 


1 1 

J. ± 


7 0 
o u 


Q0 
y u 


q 
. y 


7 74 

«3 / fx 


9 
z 


yft ± i. V O AtiUV X 


yfticvo 


dZOCODaCLcI 




70 


q n 

-7 U 


q 
. y 


774 


9 
z 


n7im'nft pcpptt 


n7Vrrr?ft 


PS cUdOlUQilaS 


1 7 
J. J 


7 0 


Q 0 
y U 


q 
. y 


7 ft 7 
jo J 


z 


r\9 con Q QPSMM 


yzsquo 


hahella. che 




7 0 


QO 
y \j 


q 
. y 


7Q7 

j j j 


9 
z 


HR'PQRQ PTJTnY 
yjr DO? VjJjUvA 


ACf e kQ 

y o l srjy 


yiuconoDaCu 


± O 


7 0 
-J u 


QO 

y u . 


q 
. y 


7Q R 


9 
z 


nQ9HRQ T3T-T TMTi 1 

yy zy d y KrixiTicj 


yy zqoy 


jrnizoDiuiu m 


1 

1 D 


7 0 
0 u 


Q 0 

y u , 


q 

, y 


j y d 


z 


yz J\o ZjX KnlcJ. 


yzKo 21 


rhizobium e 


1 7 
J- / 


7 n 
0 u 


q n 


q 
. y 


7 q7 
j y / 


z 


yj WKjyiy_y Krii zi 


yownny 


mesorhi zobi 


1 ft 


70 


QO 

y u . 


q 

. y 


404 


9 
z 


no RMZifi dutt n 


AO Oma C 

y y oiria.D 


rnizuDiuiTi ± 


1 Q 


70 


QO 

-7 U . 


q 
. y 


479 
*± J z 


9 
z 


y 9 J 11*19 r uvjKU 


O i m CI 

y oo imo 


luyu iUJOiip 


z u 


7 0 
O u 


Q 0 

y U , 


q 

. y 


ft D J 


9 
Z 


yy yri d y Aiiirri 


yycjpi d 


gallid herp 


9 1 

Z _L 


70 


Q 0 

y u . 


q 

. y 


R7 4 

D J fi 


9 
Z 


TTC! f T r M7A 
yft lr j ft Uo 1 i irt. 


yftpoy ft 


ustilago ma. 


99 

Z Z 


70 


QO 

y \j , 


q 

. y 


d d y 


9 
z 


yftr xft«5 LiiLlriri 


04-Fw4 7 
yft I_y ft 0 


ieisnniania 


97 

Z J 


70 


QO 

y u . 


q 

. y 


DID 


9 

z 


n£ft - E , r , £ "□"d a td tti 
yo o£iuO DKAKt 


ACQ nrT C 


Dracnyaanio 


94 


70 


QO 

y \j , 


q 

. y 


fiQ7 
d y j 


9 
z 


n4TA7TAJT4 0 ACIP'R'TT 

yfiwwrnj rioirr u 


y *± wwiiu 


asperyi i ius 


9R 


70 


QO 
y u , 


q 

. y 


6QQ 

U 27 y 


9 
z 


y JiinU Z DnUf I\J 


nm a 09 
yoiauz 




9 

Z U 


7 0 


QO 

y \j . 


q 

. y 


o y y 


9 
z 


y d ft y is u D/ic r x\ 


yoftqjou 


DaCLciOiaeS 


97 


70 


QO 

-7 U . 


q 

. y 


1 1 QC 

± j. y o 


9 
z 


y 9 9 Jj 9 U KIlND 


nc,ci en 
yooiou 


cryptocuccu 


9ft 
z o 


70 


QO 
y \j . 


q 

. y 


i i qc 
±xy o 


9 
z 


rimfanl PPVTSTT? 

yOJVrUJl V^I\IIvi!i 


ACL-a^ 1 
VDKaUl 


cryptococcu 


9 Q 

Z -7 


70 


QO 

y v . 


q 

. y 


1 77Q 


9 
z 


y ft I jv / _JrjjriL.fi 


yfty O V / 


p i a. srno a. i um 


J u 


70 
o u 


Q 0 
y \j . 


q 
. y 


4 ft 44 

ft o ft ft 


9 
Z 


ORYAVR PPVTCTT? 
y91\rvl\9 LKI ViHj 


y OKcl.K.0 


crypuucoccu 


7 1 


7 n 

9 U 


q n 


q 

. y 


ft O JZ 


Z 




yoOKXfl 


cryptococcu 


7 9 
J z 


9 Q 

Z J 


ft7 


q 

» y 


117 

-L ± J 


9 
z 


y Drll irl C»Uir VA 


yoaipi 


eupiot.es va 


0 j 


9 Q 

Z i7 


R7 

o / , 


q 

. y 


loft 


9 
Z 


yDJMUoo L,UKJJ1 


yongDo 


corynebac te 


7 4 

J ft 


9 Q 

Z -/ 


ft7 


q 

. y 


j. y o 


9 
Z^ 


yo ZilWz UKl bA 


yDZlWz 


oiryza sativ 




9 Q 

Z -7 


ft 7 

o / . 


q 

. y 


91 0 
Z X u 


9 
Z 


ncnT "Mft npvca 
y 9 y Ltvi o UK loA 


nC^<-r1 T-i Q 

y oqino 


oryza sativ 


7 fi 


9Q 

Z 2 


R7 
o / < 


q 

. y 


9^0 

Z D U 


9 
z 


m 71 PZITT'TJ'T 
Ul /19ft \~.Jr\tLtLLi 


m 7 1 R4 

Ul / 1 0 ft 


Caenornouai 


7 7 


9 Q 

z y 


ft 7 


q 

, y 


9 ^ n 

Z D U 


9 
Z 


yy jjiiv, y \».riiL.x\ 


yyaecy 


gall us gall 


7 ft 
0 o 


9 Q 
Z y 


ft 7 


q 

. y 


9^7 
ZD/ 


9 
Z 


y Z fv Zj U 1 13UKA V 


yzKzui 


borcletella 




9 0 

z y 


Q7 


q 

, y 


Z O J 


9 
Z 


yol* Ill 9 Jjr\V_AL. 


y or n o 


lactobacill 


A O 
ft U 


9 Q 

z y 


ft7 


Q 

. y 


7 ^ R 


9 
Z 


y 9 AJi Zr 1 _L Art Ali 


Q5aezl 


Candida alb 


A 1 
ft 1 


9 Q 

z y 


Q7 
O / , 


q 

y 


a no 
ft Uz 


9 
Z 


y Dniiriz tixLfciJNIl 


y oDeDz 


aspergillus 


4 9 
ft Z 


9 Q 
z y 


ft 7 


q 

. y 


ft Z 1 


9 
Z 


y 9 D V Ay v.. AJiiilj 


yo d vxy 


caenoirhabdi 


/l 9 
f±o 


0 Q 

z y 


Q 7 


Q 

y 


/111 
ft J J 


n 
Z 


yo Fizj0_yL7AMjyi 


QoplZo 


shewanella 


4 4 
ft ft 


9 Q 
z y 


ft 7 


q 
y 


A G. ft 
ft D O 


i. 


I oUl CAJCiUjIi 


m n 1 9 7 
yiu lz / 


caenorhabdi 


A c; 
ft j 


9 Q 

Z -7 


ft7 


q 
y 


4ft 
ft O D 


9 
Z 


nQuini^l rai?T7T 
yowyA / CArjizjii 




caenoi naxoai 


ft D 


9 Q 
Z j 


ft 7 


q 
y 


ft o D 


9 
z 


yy b / y o r i»v 


yy d / y d 


feline leuk 


47 
ft / 


9 Q 

z y 


Q 7 


q 

y 


a q ^ 
4y o 


9 
Z 


yftAlO / FLiAUri 


C\A 

yftxto / 


Plasmodium 


4 ft 
ft O 


9 Q 

z y 


Q7 


q 

y 


a q 7 
fty / 


9 
Z 


yy d / y o r it v 


AQCTQ1 

yy o / y o 


feline leuk 


A Q 
ft y 


9 Q 

z y 


ft7 


q 
y 


/i q 7 
fty / 


9 
Z 


yy d / y ft_r i»v 


AQ c 9 Q A 

yyo /yfi 


feline leuk 


r o 


9 Q 

z y 


ft7 


q 
y 


CI "3 


9 
Z 


yft I yAo srijPiOc* 


A/1 , r~-, Q 


Plasmodium 


3 -L 


9 Q 
z y 


ft 7 


q 
y 


R A 0 
Oft U 


9 
Z 


C\A C/1 n7 r PT? r P'NTO 

yft oft y / i cj i 


yftsftq / 


tetraodon n 


R9 
3 z 


9Q 
z y 


ft7 


q 
y 


R47 
Oft / 


9 
Z 


yy d / y o r u v 


AQ CTQC 

yy d / y o 


feline leuk 


R7 

O J 


9Q 

Z 17 


ft 7 
o / . 


q 
y 


RR4 
O D ft 


9 
z 


yZ cjHD U V_A1jOA 


y z ze d u 


caldicellul 


R4 

Oft 


9 Q 
Z J 


Q7 


q 
y 


CQC 

jOO 


9 
Z 


nC A 17 V ""7 OA AT AT 

yOAhiK / LAJNALi 




Candida alb 


cc 
O O 


9 Q 
z y 


ft7 
O / . 


q 

y 


con 
oy u 


9 

z 


yft iv_y o i liiiNvj 


C\A 4- r*> Q Q 

yftccy 0 


tetraodon n 


O D 


9 Q 

z y 


Q7 


Q 

y 


Oft u 


9 
Z 


yzUCLU_AbirUK 


Q2ucc0 


aspergillus 


O / 


9 Q 

z y 


Q 7 


Q 


C/1 1 
Dft J. 


9 
Z 


yy oUlfl_CrilL.rv 


yy ouift 


gallus gall 


Sft 

-J o 


9Q 

Z J 


ft7 


q 
y 


D O Z 


9 
Z 


H7PMfiA PT A vn 
y / KL V 1D ft JrliAx U 


y / riTiD ft 


piasmoaium 




9 Q 

Z .7 


ft7 
O / . 


q 
y 


77 7 


9 
Z 


yy du uo nuriAN 


yy d]uo 


homo sapien 




99 
z ^ 


R7 


q 
y 


7ft 1 


9 
z 


ofiR.TH7 narr.n 

yD 3Uuj DA^liU 


yoo jyo 


JOaClllUS 11 


61 


29 


87. 


9 


857 


2 


Q4Q6R8_LEIMA 


Q4q6r8 


leishmania 


62 


29 


87. 


9 


892 


2 


Q9U299_CAEEL 


Q9u299 


caenorhabdi 


63 


29 


87. 


9 


957 


2 


Q5CS61_CRYPV 


Q5cs61 


cryptospori 


64 


29 


87. 


9 


1154 


2 


Q3U1W7_M0USE 


Q3ulw7 


m b6 -derive 


65 


29 


87. 


9 


2471 


1 


N0TC 2_HUMAN 


Q04721 


homo sapien 



http://es/ScoreAccessWeb/GetItem.action?AppId=10615005«&seqId=548905«&ItemName=... 8/17/2006 



